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Abstract: Begin to identify and treat pneumonia infected by the severe acute respiratory sydrome-coronvir-
us-2 (SARS-CoV-2) from December 2019. So far,the number of confirmed cases of corona virus disease 2019
has exceeded 70,000, and rapid and accurate diagnosis is essential for the control of SARS-CoV-2 infection.
The currently known diagnostic methods for human influenza virus infection mainly include: virus isolation,
specific antigen detection,nucleic acid amplification,etc. The nucleic acid amplification requires a short window
period and time-consuming,so there are certain advantages in the early rapid and diagnosis. The SARS-CoV-2
is a single-stranded RNA virus. The more mature nucleic acid diagnostic techniques for RNA viruses mainly
include: real-time fluorescent quantitative reverse transcription-polymerase chain reaction (RT-PCR) ,reverse
transcription loop-mediated isothermal amplification (RT-LAMP) ,nucleic acid sequence amplification (NAS-
BA) ,recombinase polymerase amplification technology (RPA) and gene chips. This article reviews the basic
principles of these commonly used nucleic acid diagnostic technologies and their application status in the detec-
tion of SARS-CoV-2,and provides some useful references for the current frontline clinical fight against the ep-
idemic.
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