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Analysis of the source of EMT-related genes in osteosarcoma and its
relationship with survival prognosis of patients
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Abstract : Objective To study the source of epithelial-mesenchymal transition (EMT)-related genes in os-
teosarcoma and its relationship with survival prognosis of patients. Methods Three independent microarray
data sets (GSE36001,GSE39055 and GSE16091) were obtained from the Gene Expression Omnibus database.
GSE39055 and GSE16091 were used to explore the correlation between osteosarcoma EMT,immune activity,
matrix activity and tumor purity. The overall survival rate and disease-free survival rate data of GSE39055
were used for survival analysis. The key source of EMT-related genes expression in osteosarcoma was verified
by GSE36001,5 osteosarcoma specimens and 5 stromal specimens from the hospital. Results In GSE39055
and GSE16091,EMT score was positively correlated with immune score and matrix score (P <C0. 05) ,and neg-
atively correlated with tumor purity (P<Z0. 05); tumor purity was negatively correlated with immune score
and matrix score (P <C0., 05). In GSE39055, high EMT score was a risk factor for decreased overall survival
and disease-free survival in patients with osteosarcoma (HR =4, 977,P =0. 003; HR =4. 308, P =0.010). In
GSE36001, the expression level of EMT-related genes in osteosarcoma specimens was higher than that of stro-
mal cell genes (P<<0. 05) ;the fold change (FC) of EMT-related genes between osteosarcoma specimens and
stromal specimens was higher than that of stromal cell genes (P<C0. 05). The expression level of EMT-related
genes in 5 osteosarcoma specimens in the hospital was higher than that of stromal cell genes (P<C0. 05) ;the
expression level of stromal cells gene in 5 stromal specimens was higher than that of EMT-related genes (P <<

0.05) ;the FC of EMT-related genes between osteosarcoma specimens and stromal specimens was higher than
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that of stromal cell genes (P<C0. 05). Conclusion There is a correlation between EMT,immune activity,ma-

trix activity and tumor purity in osteosarcoma. The expression of EMT-related genes is closely related to the

survival prognosis of patients with osteosarcoma. Stromal cells are the key source of EMT-related genes ex-

pression in osteosarcoma.
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