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Abstract: Corona Virus Disease 2019 (COVID-19) is a pneumonia caused by severe acute respiratory syn-
drome coronavirus 2 infection. It is mainly spread by respiratory droplets and contact. It is highly infectious
and with high mortality rate. At present,there are no specific drugs and vaccines for the treatment of COVID-
19. This article reviews the epidemiology,clinical features,diagnostic techniques, treatment options and infec-

tion control and prevention of COVID-19,in order to provide reference for the prevention and control of COV-

ID-19.
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