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Application of paternity test in prenatal diagnosis of maternal cell contamination assessment "
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Abstract:Objective To explore the clinical value of paternity test in prenatal diagnosis of maternal cell
contamination (MCC) assessment. Methods From 2005 to 2019,137 pregnant women from 134 families with
high-risk specific monogenetic disease received prenatal diagnosis in the hospital were selected. Amniocentesis
was performed under ultrasonic surveillance,amniotic fluid was extracted,and genomic DNA of amniotic fluid
cells was isolated. Fifteen short tandem repeats (STR) loci of genomic DNA were amplified by multiple fluo-
rescence PCR. The existence of MCC and the degree of MCC were determined according to the genotyping re-
sults. Results The paternity test results showed that there were 76 male fetuses and 61 female fetuses,and no
MCC was found. Among them,4 cases(3. 0%)of new mutation were confirmed as proband. Thirty-five cases
[25.6% (35/137) Jof fetal specific genetic disease genotype abnormalities were detected. The results of the ex-
amination after birth (induced labor) were consistent with the results of prenatal diagnosis. Conclusion Pa-
ternity test based on multiple fluorescent PCR technology could evaluate the MCC of amniotic fluid genomic
DNA ,and determine the individual identity and gender of the fetus. Therefore, paternity testing plays an im-
portant role in determining the diagnostic accuracy during prenatal diagnosis.
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