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Abstract : Digital polymerase chain reaction (PCR) is the third generation of nucleic acid quantitative anal-
ysis technology based on real-time fluorescent quantitative PCR. It does not depend on the standard curve,has
strong tolerance and high sensitivity, which makes the precise quantification of single molecule level possible.
With the development of commercial platforms, the operability of digital PCR has been improved. In recent
years,it has gradually shown a good application prospect in the field of clinical microbiology.including quanti-
tative detection of Mycobacterium tuberculosis and COVID-19, direct detection of aseptic body fluid, such as
human cytomegalovirus in aseptic body fluids,quantitative detection of HIV-DNA to evaluate the efficacy and
progression of the disease,detection of resistance mutation of influenza A virus to oseltamivir,and calibration
of reference standard for real-time fluorescent quantitative PCR and so on. This article will discuss the techni-
cal principle,technical advantages,limitations of digital PCR,as well as the frontier application in the field of
clinical pathogen detection.
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