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Expression analysis and clinical significance of miR-22 and miR-156 in multiple myeloma
WANG Fangyuan ,SUN Yan® ,ZHANG Wei ,WU Jie ,YIN Guangyue
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Abstract:Objective Analyze the correlation between miR-22, miR-156 and DNA ligase [l (LIG3) in my-
eloma cells,and explore the possible regulatory role of miR-22 and miR-156 in the occurrence and development
of multiple myeloma (MM) And clinical significance. Methods A total of 105 patients with MM who were di-
agnosed and treated in the Department of Hematology of the hospital from September 2017 to April 2019 were
selected. According to the standards of the European Bone Marrow Transplantation cooperation group,they
were divided into initial treatment group(32 cases) ,refractory group(43 cases) and remission group (30) ca-
ses,and 30 patients diagnosed as non malignant hematological diseases were recruited as control group. Bone
marrow fluid samples were collected from all patients, the expression levels of miR-22 and miR-156 in the
bone marrow fluid of patients,as well as the mRNA and protein expression levels of LIG3 were detected. The
test results were statistically processed to analyze the correlation between the expression levels of LIG3 mR-
NA,miR-22,miR-156 and the clinicopathological characteristics of MM, and the correlation between the ex-
pression levels of miR-22, miR-156 and the expression level of LIG3 mRNA in myeloma cells. Results The
expression levels of miR-22 and miR-156 in the MM refractory group were lower than those in the initial
treatment group,remission group and control group (P<C0.05). The mRNA expression level of LIG3 in MM
patients was higher than that in the control group (P<C0. 05),and the protein expression level of LIG3 in the
refractory group was the highest. The expression level of LIG3 in MM was positively correlated with patho-
logical grade,while the expression levels of miR-22 and miR-156 were negatively correlated with pathological
grade. There was a negative correlation between the expression of miR-22 and the expression level of LIG3 in
MM, but there was no correlation between the expression levels of miR-156 and the expression of LIG3. Con-
clusion The expression level of miR-22 is related to the pathological grade of MM patients. The lower the ex-

pression,the more serious the condition.
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