EFRMhE¥E 20214 1 A% 42%% 18 Int J Lab Med,January 2021, Vol. 42.No. 1 91 -

S .
TCF7L2 EF rs7903146 (i m BEE &ML 2 BIERR
B HBAR B R EEL ORI E X SRR

B K, P F R BRMAL, oF 24 R EMS
BEERKXKFWERNE —ERABA,8E LM 362000

 E.BH HKITHEEF 7 EMY 2(TCFTL2) A H rs7903146 425 K F £ A5 2 B ¥ &y (T2DM)
A It TR B Rk AR AR AL M S IR R (CHD) Z g M e dg 4B &t , 48 T2DM 4 5F CHD #9 H B A B A Hwm E &,
FiE  RIE R 100 41 T2DM & % % T2DM 42,100 4 CHD & & 4 CHD 41,100 #] T2DM 45 CHD & % %
T2DM+CHD 48,100 4 4k 44 B % A 2+ P40, 46 4 28 TCF7L2 A B rs7903146 12 5 A W S S M. o A B A
AT A S AR A AR R R R A e iy | e ¥R S 48 AR89 £ F s Logistic B )2 44T T2DM 45+ CHD ¥ % B % . &
R TCF7L2 AR rs7903146 42 & CC/CT A A A 5 £ & AE LA, 2 FH R LT FEL(P>0.05, &4
CC/CT A& B A Ja) do % | o fig K -F0LdR, 249 Rt F &L (P>>0.05), Logistic @AM ERIZ =, 5.5
KFHEA 2K B & T2DM 45 CHD #9352 e B & AKK-F 5 E A& G e B 82 B T2DM 4 5+ CHD
# P B E. ™ rs7903146 2 B A BH A R AR A T2DM 45 CHD 9% B %, &it TCF7L2 A R
rs7903146 42 AR % &M 5 T2DM 43 CHD L% R, fobE | o flig KB L%,

KR HERRT 7T KM 2; rs7903146 155 2 BRI ARIRBAARAESIER; AKEZAMR

DOI:10. 3969/j. issn. 1673-4130. 2021. 01. 021 REESEE R541.4;R587. 1

MEHES1673-4130(2021)01-0091-05 MHktRERD: A
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Abstract : Objective To investigate the relationship between the rs7903146 polymorphism of transcription
factor 7 analogue 2 (TCF7L2) gene and the risk of coronary heart disease (CHD) in type 2 diabetes mellitus
(T2DM), and to find the susceptible genes and influencing factors of T2DM complicated with CHD.
Methods A total of 100 T2DM patients were selected as T2DM group,100 CHD patients as CHD group,100
T2DM patients with CHD were selected as T2DM -+ CHD group,and 100 healthy persons were selected as con-
trol group. The polymorphism of TCF7L2 gene rs7903146 locus was detected in 4 groups,and the distribution
characteristics of genotypes were analyzed. The differences of blood lipid and blood glucose among 4 groups
were compared. The influencing factors of T2DM combined with CHD were analyzed by Logistic regression.
Results The CC/CT genotype distribution at rs7903146 site of TCF7L2 gene was compared among the
groups,and the difference was not statistically significant (P >>0. 05). There was no statistically significant
difference in blood glucose and blood lipid levels between CC/CT genotypes in each group (P >>0. 05). Logistic
regression analysis showed that aduanced age and high level of glycosylated hemoglobin were independent risk
factors for T2DM and CHD.low levels of high-density lipoprotein cholesterol was a protective factor for pre-
venting T2DM and CHD, and rs7903146 locus genotype was not an influence factor for T2DM and CHD.
Conclusion The genetic polymorphism at rs7903146 of TCF71.2 gene has nothing to do with the risk of
T2DM combined with CHD,blood sugar and blood lipid levels.
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T2DM 4. X* = 0. 222, P > 0. 05; CHD 4. X* =
0.132,P>0.05; T2DM+CHD 4 :X* =0. 174, P>

0.05) FIT AR5 Aty i DR R0 530 50 i1 1 4010 £ ik AT 280050 804
P A RERAUR .,

x1 4 H—MRIERFE LR
AR BMI . HbAlc A

G n _ N i Pl (%) AR _ _
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CHD 4 100 62.09+13. 33" 24.89+2, 78" 54 65 5.7840.31™ 5.204+0.93"
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F 4 T2DM & F CHD B Logistic B34 #7

A B SE Wald/X? P OR 95 % E A7 X 1]
P —0.105 0. 305 0.120 0.729 0. 900 0.495~1. 635
AR 1. 054 0. 290 13. 239 <<0. 001 2. 869 1.626~5. 063
BMI —0.587 0. 310 3.589 0.058 0.556 0.303~1.020
o I sk 0.476 0. 300 2.512 0.113 1. 609 0.893~2. 899
HbAlc 4,157 1. 056 15. 498 <0. 001 63. 875 8.064~505. 978
i1 0.752 0. 427 3. 106 0.078 2. 122 0.919~14. 899
TG 0.118 0. 326 0.131 0.718 1.125 0.594~2.132
TC —0. 346 0.563 0.378 0.539 0.708 0.235~2.132
HDL-C —1.113 0. 331 11.270 0. 001 0.329 0.172~0. 629
LDL-C 0.082 0.556 0.022 0.882 1. 086 0.365~3. 231
rs7903146 {37 5 3k [l #I —0.149 0.516 0.083 0.773 0.862 0.313~2.370
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