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Diagnostic value of microRNA in endometrial cancer:a Meta analysis”
LI Xinyang s\WANG Chaokun ,CHEN Jing ,LIU Zhiwei \WANG Xinshuai”
Department of Oncology »First Affiliated Hospital of Henan University of
Science and Technology ,Luoyang , Henan 471003 ,China
Abstract: Objective To use the Meta analysis to study the value of microRNA in the diagnosis of endom-
etrial cancer (EC). Methods The literatures on microRNA for diagnosing EC were retrieved from the data-
bases of PubMed, Cochrane Library, Embase,Chinese CNKI, Wan Fang, VIP,etc. ,by computer. The literature
screening , quality evaluation and data extraction were performed. The literature quality was evaluated by using
the QUADAS-2 tool. The statistic software was used to pool the sensitivity and specificity,analyze the diag-
nostic odds ratio (DOR) , positive likelihood ratio (PLR) ,negative likelihood ratio (NLR),summary receiver
characteristic (SROC) curves,and the area under curve (AUC) were analyzed. Finally,the publication bias of
included studies was assessed by using the Deeks’ funnel plot. Results Six articles were included,including
215 cases of EC and 171 controls. The pooled sensitivity was 0. 78(95% CI :0. 74—0. 82) ,and the specificity
was 0. 77(95%CI:0:71—0. 82). PLR and NLR were 3. 4(95%CI :2. 7—4. 2) and 0. 29(95%CI :0. 24—0. 34) ,
respectively. The DOR was 12.0(95%CI :9.0—16. 0), with an area under the SROC curve of 0. 84(95%CI ;
0.81—0.87). The Deeks' funnel plot was symmetric,indicating that the publication bias did not exist. Conclu-
sion microRNA is a potential biomarker for the diagnosis of EC,and has the high diagnostic accuracy.
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