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Detection of TERT mutation in urine of patients with bladder cancer by allele specific PCR
combined with gold magnetic particle immunochromatography
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Abstract : Objective To establish a method for detection of telomerase reverse transcriptase (TERT) pro-
moter region mutation in human urine DNA. Methods Allele specific PCR primers were designed,and the al-
lele specific PCR program was determined by temperature gradient PCR. The amplified products were detected
by gold magnetic particle detection plate. The urine samples of 34 patients with bladder cancer were collected
and DNA was extracted. The mutation of TERT promoter region was detected by allele specific PCR com-
A method for the detection of C228T and

C250T mutations in TERT promoter region was established by combining allele specific PCR and gold mag-

bined with gold magnetic particle immunochromatography. Results

netic particle immunochromatography. The results showed that 8 patients had C228T mutation and 1 patient
In this study,we established a method for detecting C228T and C250T mu-

tations in TERT promoter region,which can be used to detect DNA mutations in urine of patients with blad-

had C250T mutation. Conclusion

der cancer.
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