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Distribution of seven hypertension drug-related gene polymorphisms in 582 Han patients with hypertension”
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Abstract: Objective To study the distribution of polymorphisms of seven hypertension drug-related genes
in Han hypertension patients, and to provide a basis for individualized treatment of hypertension patients.
Methods In this study.582 Han patients with hypertension from August 2017 to April 2019 in the hospital
were selected as the research objects. The polymorphisms of seven genes related to five kinds of antihypertens-
ive drugs recommended by WHO were detected by multiplex fluorescent quantitative PCR. The distribution of
gene frequency in patients with hypertension was studied,and the distribution in different genders and regions
was analyzed. Results The gene mutation rates of CYP2D6 * 10, ADRB1(1165G>C),CYP2C9 * 3, AGTRI1
(1166A>C), ACE(1/D), NPPA (T2238C), CYP3A5 % 3 were 55. 76 % ,74. 14%,3. 69% 4. 55%,33. 33% »
1.03% and 72. 94 % ,respectively. There was no significant difference in mutation rate of seven hypertension
drug-related genes between 354 male and 228 female patients with hypertension (P >0, 05). Totally 582 pa-
tients were divided into seven regions according to their regions: Northeast China, East China, North China,
central China,South China,Southwest China and Northwest China,there were no significant differences in the
distribution frequency of seven hypertension drug-related genes polymorphisms among different regions (P>
0.05). Conclusion The mutation frequencies of CYP3A5 * 3, CYP2D6 * 10 and ADRB1 (1165G>C) were
higher in patients with hypertension,suggesting that they were more sensitive to calcium antagonists and beta
blockers; while NPPA(T2238C) mutation frequency was relatively low,suggesting that the sensitivity to diu-
retics was relatively low. There were no significant differences in seven hypertension drug-related genes poly-

morphisms distribution between different genders.

x  E&IB . WY =4 THRTH (SZSM201812088) .
TEE /A M. 2o, FATFW , E BN FIG R T 2205,
A5 AR A B R EF I AL T R IR 2 W A DG 3 R Y 2 A5 R AE 582 9 U g I R AR T i o A LT ). PR R g R 2 A A,
2021,42(3) :325-328.



. 326 E R EF4R 2021 £ 2 A% 42 %% 38  Int ] Lab Med,February 2021, Vol. 42,No. 3

Key words: hypertension;

ment

Bifi 5 A 5 K A 2 5 5 R I AR R L R AR Y
L, 2012 — 2015 4E 18 % L B i BB R R &k
27. 9% LB BN fE AT B A fel R A R R e 5
e IR YR 7 B 25 AR KL 29 61 %60 1 RB 1 FH 1
RGP G Y . HAT. 3697 5 IR A 25 3 5
VoIS b I N S T N | K Ol | P N
PR CARB) | Il 48 5 5K 2R %% 46 il 10 i) 551 CACED | F1] JR
FVES B TS PUR (CCB) o I PR L3R 7 & i & 3 ZEAR
PRI BEBE Y AR AR AHEXT 5 29697 & 1 24
VIR ANTR] S 25 9097 RO R RS REAF 7R AR 25 5
F2 5 25 A T N 24 4 R A ) 3 I 22 A T A
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ACEI 563 H ACE (1/D) . | JR 5 #H 5& 3£ [H NPPA
(T2238C) J CCB M XKFEH CYP3AS * 3, RH X* #&
55,7 A IR 24 9 AH 5% 3 R 4 40 A B AF A Har-
dy-Weinberg F #f (P > 0. 05), CYP3A5 * 3.
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ADRBI1(1165G>() 44(7.56) 213(36.60) 325(55. 84) 25. 86 74.14
ARB CYP2C9 * 3 539(92.61) 43(7.39) 0€0. 00) 96. 31 3.69
AGTRI(1166A>C) 529(90. 89) 53(9.11) 0€0. 00) 95. 45 4,55
ACEI ACE(1/D) 261(44. 85) 254(43. 64) 67(11.51) 66.67 33.33
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R 74 39.19  60.81 29.73  70.27 94.59  5.41 93.92  6.08 60.81 39.19 99.32 0.68 33.78 66.22
£t 16 62.50 37.50 18.75 81.25 100.00 0.00 96.88 3.13 78.13 21.88  100.00 0.00 15.63 84.38
derft 121 42,56 57,44 30.99  69.01 95.45 4.55 96.69 3.31 63.64 36.36 98.35 1.65 28.93 71.07
1EH 206 42.96 57.04 23.79  76.21 96.36  3.64 95.39  4.61 69.17 30.83 98.54 1.46 27.18 72.82
Pim 29 43.10 56.90 17.24 82.76  100.00 0.00 94.83 5.17 58.62 41.38  100.00 0.00 29.31 70.69
Pt 40 55.00 45,00 30.00 70.00 98.75 1.25 88.75 11.25 70.00 30.00 98.75 1.25 21.25 78.75
x* 10. 443 10. 316 7.163 10. 529 8. 683 3. 704 7.004
P 0.107 0.112 0. 306 0. 104 0.192 0.717 0.321
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