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Abstract: Objective To explore the application of DNA microarray in the diagnosis and drug resistance
detection of tuberculosis in Hainan. Methods Acid fast bacilli smear method, Roche culture method, propor-
tion method,drug susceptibility and DNA microarray method were used to to detect the sputum samples of
2 069 suspected tuberculosis patients in Hainan area,and the detection rate,drug resistance and drug resist-
ance gene mutation characteristics of Mycobacterium tuberculosis were analyzed. Results The detection rate
of Mycobacterium tuberculosis by using DNA microarray was significantly higher than that by Roche culture
or acid fast bacilli smear(P<C0. 05). Taking proportion method as the gold standard, DNA microarray method
and proportion method were compared in the detection of rifampicin resistance,isoniazid resistance and multi-
drug resistance of Mycobacterium tuberculosis, the difference was statistically significant (P <0. 05), while
there was good consistency(Kappa==0. 75). The gene mutation which lead to rifampicin resistance was mainly
rpoB531(C—>T), accounting for 56. 3% ; the gene mutation which lead to isoniazid resistance was mainly
KatG315(G—C) ,accounting for 84. 6 % ;the gene mutation which lead to multi-drug resistance of Mycobacte-
rium tuberculosis was mainly rpoB531+ KatG315,accounting for 54. 6 %. Conclusion Mycobacterium tuber-
culosis in sputum samples and its drug resistance of suspected tuberculosis patients in Hainan area can be de-
tected by using DNA microarray method quickly and accurately,thereby guiding clinical medication.
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