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Abstract:Objective To investigate the relationship between the expression of human leukocyte antigen
(HLA)-DR mRNA and the different outcomes of HBV infection. Methods From August 2014 to October
2017,7 cases of acute hepatitis B virus (HBV) infection,30 cases of acute self-limiting, 64 cases of chronic in-
fection (24 cases of mild infection of hepatitis B virus,12 cases of moderate infection,8 cases of severe infec-
tion, 20 cases of carriers) ,and 53 cases of healthy people (35 cases of vaccine-immunized patients and 18 cases
of HBV 5 negative cases) who were hospitalized and diagnosed in the outpatient department of the hospital
were collected. Real-time fluorescence quantitative PCR was used to detect the levels of HBV-DNA and HLA-
DR mRNA expression in PBMC in each group. Results Among the acute,acute self-limiting,chronic, vaccine-
immunized and 5-item negative patients, the HLA-DR mRNA expression level was the highest in the acute
self-limiting group,and the 5-item negative group was the lowest. The difference between the groups were sta-
tistically significant (F =9, 75,P <0. 05). Among them, the HLA-DR mRNA expression levels of the acute
self-limiting group and the chronic group were higher than that of the vaccine immunization group(z=4. 767,
4,576,P<C0. 05) ; the HLA-DR mRNA expression levels of the chronic group and the vaccine immunization
group were higher than that of 5-item group(¢t=7. 346,3. 374, P <0. 05). There were no statistically signifi-
cant differences in HLLA-DR expression levels in different HBV-DNA level groups (F=1,204,P=0.319). In
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different degrees of chronic HBV infection groups,the HLA-DR expression levels was the highest in the se-

vere group,but the differences between the groups were not statistically significant(F=0. 540, P =0. 657).

Conclusion

HBYV infection and vaccine immunization at different disease stages can induce the increase of

HILA-DR expression level,which is most obvious in the acute self-limiting state; HLA-DR expression level in

chronic HBV infection may be related to the degree of cell damage.
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