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Abstract: Objective To investigate the diagnostic value of serum miR-16-5p, miR-17-5p and miR-330-3p
in gestational diabetes mellitus. Methods From May to June 2018,10 patients with gestational diabetes melli-
tus and 10 healthy pregnant women (24— 28 weeks) were selected in the hospital. The relative expression lev-
els of miR-16-5p, miR-17-5p and miR-330-3p in serum was analyzed by RNA-seq. Totally 100 patients with
gestational diabetes mellitus from May 2018 to May 2020 were selected as observation group,and 100 healthy
pregnant women (24— 28 weeks) were selected as control group. The relative expression levels of miR-16-5p,
miR-17-5p and miR-330-3p were detected by real-time fluorescent quantitative PCR. Receiver operating char-
acteristic curve (ROC curve) was used to analyze the diagnostic efficacy of single or combined detection of ser-
um miR-16-5p, miR-17-5p and miR-330-3p in gestational diabetes mellitus. Results The results of RNA-seq
showed that the relative expression levels of miR-16-5p, miR-17-5p and miR-330-3p in serum of 10 patients
with gestational diabetes mellitus were more than 8 times higher than those of 10 healthy pregnant women.
The relative expression levels of miR-16-5p, miR-17-5p and miR-330-3p in the observation group were higher
than those in the control group (P <C0. 05). The diagnostic sensitivity of single detection serum miR-16-5p,
miR-17-5p and miR-330-3p for gestational diabetes mellitus was 95% ,97 % and 94 % respectively,and the spe-
cificity was 95%,96 % and 95% respectively. The sensitivity, specificity and accuracy of combined detection of
serum miR-16-5p, miR-17-5p and miR-330-3p were 98% ,93% and 96 % ,respectively. Conclusion Serum miR-
16-5p, miR-17-5p and miR-330-3p can be used as potential diagnostic markers of gestational diabetes mellitus.
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