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Abstract:Objective To investigate the expression and diagnostic value of miR-1265 in nasopharyngeal
carcinoma (NPC). Methods From January 2018 to August 2019,60 patients with NPC and 60 patients with
benign tumor of nasopharynx were enrolled in the study as study group and control group,respectively. The
pathological tissue and serum samples of the two groups were collected. The relative expression levels of miR-
1265 in pathological tissue and serum of the two groups was detected by PCR. The difference of relative ex-
pression levels of miR-1265 in patients with NPC with different clinical pathological parameters was com-
pared. Receiver operating characteristic curve (ROC curve) was used to analyze the value of miR-1265 in the
diagnosis of NPC. The target gene of miR-1265 was predicted by using TargetScan and verified by double lu-
ciferase experiment. Pearson correlation was used to analyze the correlation between miR-1265 and MAT1 ex-
pression. Results The relative expression of miR-1265 in pathological tissues of the study group was higher
than that of the control group (P <C0. 05). The relative expression of miR-1265 in the serum of the study
group was higher than that of the control group (P<C0. 05). There was no significant difference in the expres-

sion of miR-1265 in patients with different gender,age and pathological type (P>>0. 05),but there was signifi-
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cant difference in the expression of miR-1265 in patients with different TNM stage, pathological stage and
condition of lymph node metastasis (P<C0.05). When the cut-off value of miR-1265 was 0. 895, the AUC for
NPC diagnosis was 0. 917 (95%CI ;0. 878—0. 946) , sensitivity was 87. 3% , specificity was 91. 3%. When the
cut-off value of miR-1265 was 0. 515,the AUC of NPC was 0. 717 (95%CI:0. 678 —0. 806) , sensitivity was
67.3% ,specificity was 71.3%. The target of miR-1265 is MAT1. There was a significant negative correlation
between the relative expression of MAT]1 mRNA and miR-1265 in NPC (= —0. 943, P<{0. 001). Conclusion

The expression of miR-1265 is up-regulated in NPC tissues and serum. It has the diagnostic value of distin-

guishing NPC from benign tumors in nasopharynx. The target gene of miR-1265 is MAT1 gene, which may

become a therapeutic target for NPC.
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