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Abstract:Objective To explore the expression changes of Runt-related transcription factor 3 (RUNX3)
and junction adhesion molecule A (JAM-A) in cancer tissues of patients with triple-negative breast cancer and
their correlation with disease prognosis. Methods Sixty patients with triple-negative breast cancer diagnosed
in the People’s Hospital of Xinjiang Uygur Autonomous Region from January 2016 to March 2018 were select-
ed as the study objects. Breast cancer tissues and adjacent tissues of patients were collected. Real-time fluores-
cence quantitative PCR and enzyme-linked immunosorbent assay were used to detect and compare RUNX3 and
JAM-A transcription levels and protein levels in cancer tissues and adjacent tissues. The transcription and pro-
tein levels of RUNX3 and JAM-A in cancer tissues of patients with triple-negative breast cancer with different
clinicopathological characteristics were compared. The correlation between RUNX3 and JAM-A expression
and poor prognosis in patients with triple-negative breast cancer was analyzed by Spearman correlation analy-
sis. Results The transcription level of RUNXS3 in cancer tissues was significantly lower than that in adjacent
tissues,and the transcription level of JAM-A was significantly higher than that in adjacent tissues,with statis-
tical significance (P <C0. 05). The level of RUNX3 protein in cancer tissues of patients with triple-negative

breast cancer was significantly lower than that in adjacent tissues,and the level of JAM-A protein was signifi-
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cantly higher than that in adjacent tissues,with statistical significance (P <C0. 05). There were statistically sig-
nificant differences in RUNX3 and JAM-A transcription levels in triple-negative breast cancer patients with
different tumor maximum diameter, TNM stage and lymph node metastasis (P<C0. 05). There were statisti-
cally significant differences in RUNX3 and JAM-A protein levels among patients with triple-negative breast
cancer with different tumor maximum diameter, TNM stage and lymph node metastasis (P<C0. 05). Spearman
correlation analysis showed that RUNX3 transcription and protein levels were negatively correlated with poor
prognosis,while JAM-A transcription and protein levels were positively correlated with poor prognosis in pa-
tients with triple-negative breast cancer (P <C0. 05). Conclusion RUNX3 expression is significantly down-
regulated and JAM-A expression is significantly up-regulated in cancer tissues of patients with triple-negative

breast cancer,and there is a certain correlation with patient prognosis. RUNX3 and JAM-A may be important

regulatory factors in the occurrence and development of triple-negative breast cancer.
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M % A% Logistic @2 47 & F X 4% MACE #9 %" B &, A &R 24 K& T4 (ROC) W & 3F o iF
sST2 . Hey IL-33 KR -F 2 AMI &% & A MACE 69 M6, R /e R R A h#E sST2 Hey 1L-33 KF 2
EZHTHRERFA.£2FALTFEL(P<C0.05), THAERF PERFE EF hiF sST2, Hey 1L-33 K-F ¥ 9
BETRERFRBE,2F A% 5 ENL(P<0.05), Spearman 8% M54 %7, % sST2,Hey IL-33 K -F
5@k EREZ EMME(P<0.05), fiF Hey.sST2.1L-33 3 & % s AMI &% % 42 MACE ¥ A% B %,
ROC W & 5 # %7, f i sST2. Hey IL-33 K -FxtF AMI & % % A MACE 657 4665 wh & F @ & (AUC)
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Study on the relationship between serum sST2, Hcy,IL-33 levels and degree of coronary
artery stenosis and MACE in patients with acute myocardial infarction”
YANG Chen s MENG Bin,ZHOU ]mlzhongA
Department of Clinical Laboratory , Xuzhou Medical University Affiliated
Hospital , Xuzhou , Jiangsu 210002,China

Abstract: Objective To investigate the relationship between serum soluble growth stimulating expression
gene 2 protein (sST2),homocysteine (Hey) and interleukin (IL)-33 levels and degree of coronary artery ste-
nosis and major cardiovascular adverse events (MACE) in patients with acute myocardial infarction(AMI).
Methods A total of 139 patients with AMI admitted to a hospital from May 2021 to May 2023 were retro-
spectively selected and divided into a good prognosis group (54 cases) and a poor prognosis group (85 cases)
according to the occurrence of MACE. Spearman correlation was used to analyze the relationship between ser-
um sST2,Hcy,IL-33 levels and the degree of coronary artery stenosis in AMI patients. Multivariate Logistic
regression was used to analyze the influencing factors of MACE occurrence in patients,and receiver operating
characteristic (ROC) curve was plotted to evaluate the predictive value of serum sST2, Hcy and 11.-33 levels
for MACE occurrence in AMI patients. Results Serum levels of sST2, Hcy and 11.-33 in the poor prognosis
group were significantly higher than those in the good prognosis group,and the difference was statistically sig-
nificant (P<C0. 05). Serum levels of sST2,Hcy and 11.-33 in patients with severe and moderate stenosis were
significantly higher than those in patients with mild stenosis,and the difference was statistically significant
(P<C0.05). Spearman correlation analysis showed that serum sST2,Hcy and 11.-33 levels were positively cor-
related with the degree of coronary artery stenosis (P <C0. 05). Serum Hcy,sST2 and 11.-33 are risk factors for
MACE in AMI patients. ROC curve analysis showed that the area under the curve(AUC)of serum sST2, Hey
and IL-33 levels for predicting the occurrence of MACE in AMI patients was 0. 838,0. 726 and 0. 800,and the
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