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Abstract: Objective To explore the expression level of serum long non-coding RNA (IncRNA) T342620
in patients with hepatocellular carcinoma(HCC)and the clinical value of single or combined detection with al-
pha-fetoprotein (AFP) for HCC. Methods Case-control studies were conducted. A total of 69 patients with
primary hepatocellular carcinoma (HCC group),32 patients with hepatitis B (hepatitis B group),20 patients
with liver cirrhosis (liver cirrhosis group),30 patients after transcatheter hepatic arterial chemoembolization
(TACE) for primary hepatocellular carcinoma (HCC postoperative group) and 50 healthy patients Chealth ex-
amination group) treated in the General Hospital of Southern Theatre Command of PLA from April 2021 to
May 2023 were selected as the study objects. The serum total RNA was extracted and the relative expression
level of IncRNA T342620 in serum was detected by real-time quantitative PCR. Combined with the clinical di-

agnosis and treatment data of patients,the correlation between its expression and pathological characteristics
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and serological indexes was analyzed,and the specificity and sensitivity of IncRNA T342620 alone and in com-
bination with AFP in the diagnosis of HCC were analyzed by receiver operating characteristic (ROC) curve.
The diagnostic efficacy was judged according to the area under the curve,and its application value in the diag-
nosis of HCC was evaluated. The chi-square test was used for comparison between groups,and the Spearman
method was used for correlation analysis. Results The serum expression levels of IncRNA T342620 in liver
cancer group and postoperative liver cancer group were higher than those in healthy physical examination
group,hepatitis B group and liver cirrhosis group, and the differences were statistically significant (P <<
0.001). Clinical pathological and serological index analysis revealed that as the tumor size increased, the serum
IncRNA-T342620 expression level also increased. In the HCC group,the serum IncRNA T342620 expression
level was negatively correlated with albumin (ALB) and the A/G ratio(P<C0. 05) , while it was positively cor-
related with a-L-fucosidase (AFU) and HBV-DNA (P <0. 05). In patients from the HCC postoperative
group,the serum IncRNA T342620 expression level was positively correlated with total bile acid (TBA) (P <C
0.05). ROC curve analysis demonstrated that when using serum IncRNA T342620 to distinguish, the sensitivi-
ty and the specificity were 55. 1% and 94. 1% , respectively,indicating good diagnostic value. When combined
with AFP detection, the sensitivity and the specificity improved to 91. 3% and 91. 2%, respectively, which
were higher than those of individual indicators and had a superior diagnostic efficiency with area under the

cuve (AUC) of 0. 954 compared to AUC of AFP or IncRNA-T342620 alone (0. 906,0. 758) ,and the differ-
ences were statistically significant(P<Z0. 05). Conclusion Serum IncRNA T342620 may be a new serological

index for the auxiliary diagnosis of HCC.,
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agent 6 B 45 #E 47 11 75 S RNA 42 B, % | Nano-
Drop2000 @i 73 6 BE 1H ke Il RNA /9 ¥ B Fi 46
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B RNA H FJe gL &, |R#E Evo M-MLV RT
Premix for qPCR 156 B A58 4E B 175 & RNA 3 5% 5%
4 ¢cDNA,
1.3.4 ¢PCR K PR SYBR Green Premix Pro
Taq HS qPCR Kit #AE B F 317 qPCR &N SR
WAKZ Ny 20 L, ROV AP 20 B 1:95 °C 30 s5 20 3%
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Bl Loglo(— 22 # 4T drifk .
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BAE. DL P<<0.05 WERAGI¥E X,
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2.1 KA IncRNA T342620 ik /Kb i
FRARKE A . 41 I A 4L I 9 4 98 R 4 =2
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0.040(—0. 181~0. 269),0. 502(0. 134~0. 963) 0. 446
(0.086~0.636), HFE4 M IncRNA-T342620 % ik
IR v Tl R AR AL 2 AL B R Ak AL RN R S
W5 HAERILK, ZRAFITFE L (P<<0.00D),
XF 5 AL TE IneRNA T342620 323k K F 43 3 3 47
W82 &P IncRNA T342620 78 JFF9i 44 F1 I 9s R IS
2 I E B AP AR R AR K AL T4 AR 2 s
SWHE G FE (Y P<0.001), WWEL,
*1 £ZAMFE IncRNA T342620 RixE R LR
[M(P.;~Py)]

21531 n L7 IncRNA T342620 2 ik 7K F
i e 1A 2 50 0.025(—0.301~0. 263)
A 32 —0.184(—0.475~0.176)
JH R AL 21 20 0.040(—0. 181~0. 269)

JH g 4l 69 0.502(0.134~0. 963) “ =4

gx1 £AMF IncRNA T342620 FRik 155 L
[M(Py~Py)]
20 53] n L7 IncRNA T342620 ik 7K
AR S 41 30 0.446(0.086~0. 636) * 7%
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P <£0. 001

T P<0. 001, H{@ ERK 4 L ;7 P<<0. 001, 5 Z fF4L L
;5 P<<0.001, 5 HFREAL 4L b5,
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CNLC 2 5 175 IncRNA T342620 14 3 35 /K °F [
B, ESEFEIT¥EX(P>0.05), k2,

F2 AE e RS B A AE AT 28 M 7F IncRNA T342620
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FAPLREAE n e U P
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AR () 525.000  0.792
<60 46 0.498(0. 113~0. 990)
=60 23 0.562(—0.102~0. 957)

AFP(ng/mlL.) 504.000  0.366
=400 27 0.502€0.134~1. 141D
<400 42 0.524(0.017~0. 808)
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M~V 34 0.522(0.045~1.235)
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¥ ALT. AST. ALB. A/G. DBIL, ALP., GGT,
TBA.ADA AFU.AFP 5 FRIAK 4 i, 22 55 A 5
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SLCP <20, 05) s I 4P AR 5 4Ll i ALT AST,
ALB. A/G. DBIL, ALP, GGT, TBA, ADA, AFU,
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%3 FEHEMBENERMPBIERRIZKFEEE 2L M (P ~Py)]
ok TRERREARR AL I JThEf2H JFERZH JHEARE F/H P
AR CH) 50. 70+5. 81 43.16+9.41 53.45+8. 61 55.14+9.75 53.00412. 26 21.850  0.341
AR
ALT (U/L) 16.0(13.0~24.00  23.017.0~30.00°  27.5(16.0~31. 0" 40.025.5~67.0) " 2 50,5(33.3~104.3) " 74 71,786 <C0. 001
AST (U/L) 19.017.0~22.00  21.0(19.0~25.0) *  31.00(19.0~41.5) "  41.0(28.5~82.5)" 7>  69.0(33.5~117.3) " **~ 95062 <0.001
ALB (g/1) 48.5(46.3~5L.0) 46, 1(44.5~47.9)"  44.2(36.2~46.H) 7 40.3(35.8~44.7)" 7 36.2(32.0~39.7) " ¥4 100,809 <C0. 001
A/G 2.0(1.8~2.2) 1.8(1.6~1.9" 1.4(1.2~1.7D" 7 1.41.2~1.7D"7 1.3(1.2~1.6)" 7 69. 714 <0001
DBIL(umol /1) 4,0(3.2~5.4) 4.3(3.6~5.0) 5.1(3.3~9.9 " 6.3(3.7~11.2)" 7 8.9(6.4~14.2) " F4  47.314  <0.001
ALP (U/L) 56.0(50.0~69.3)  66.0(52.8~88.3)"  86.0(74.8~121.3)" 7  107.0(80.5~170.0) "% 105.5(84.5~145.00" % 8L 423 <C0.001
GGT (U/L) 25.5(19.0~3L3)  18.5(14.5~28.8)" 26.5(13.0~54.0)  96.0(47.5~203.5) " %% 94.5(78.3~177.3) "7 110.596 <<0.001
TBA (umol/L) 5.3(3.8~7.2) 3.5(1.8~7.2)" 8.7(2.9~31.8)7 11.7(6.05~27.2) " 7 9.7(46~19.7)" 7 43.364  <<0.001
ADA (U/L) 5.0(3.0~7.3) 10.08.0~12.00 " 15.011.0~19.8) "% 15.0(12.0~18.5) " 7 16.5(12.0~20.3) "7 122,220 <C0.001
AFU (U/L) 16.0(14.0~19.00  18.0(17.0~21.0)°  21.0(18.3~22.0) *  31.0(21.0~41.5 " ** 31.0(20.5~40.0) " 91658 <C0.001
fiRaE bR
AFP(ng/mlL) 2.6(1. 7~4.0) 2.5(2.1~3.4) 3.2(2.1~4.9) 134, 6(9.6~949.9) " % 21,9(5.6~1657.50)“ 7% 104.849 <C0.001

T SRR A AR, T P<<0.05; 5 Z AP HLE, T P<<0. 05 S FFREAL 4L %, 2 P<<0. 05 5 P4 b4k, P<<0. 05,

2.4 AR R S 4L i vE AR Ak B A
HBV-DNA 5 IncRNA T342620 3 ik 7K F B AH 56 1
SrHE BFR 4R W IncRNA T342620 ik 5
ALB(r=—0.293,P<C0.05) . A/G(r=—0.260,P<
0.05) FIKEFAMK, 5 AFU(r=0. 257, P<C0. 05) ,
HBV-DNA(r=0. 320, P<C0. 01) Fik EIEM X, I
FE AR 5 4B ML IneRNA T342620 £ ik 5 TBA
(r=0.371,P<70.05) FRE R EME, WE4,

2.5 Ifil¥F IncRNA T342620 5 AFP Bapf & B &
D e 2 W B PFA SR ROC il e 43 9 il 3
IncRNA T342620 X} JF9 (412 Wi {6, 22 il 7 19 X
W TAg R L R AL B B ROC i, 5
TR, AFP B AUC, R R FVRE 52 B f s 0 3l
4 0.906(95%CI ;0. 854~0.958).81. 2% 1 97. 1% ;
T342620 1) AUC, R A0 FI4RE 5 5E 43531 0. 758(95 % CI .
0.675~0. 840).55. 1% 1 94. 1% . AFP-+T342620
T8 bR A5 12 Wi, 28 B0 FVRR S 8 0 0 oA 91, 3 %6 A
91. 2%, R & T & LR pn iz Wi iy R U, H
A A 32 W 3% fiE e v, AUC SN 0. 954 (95 % CI .
0.919~0.989),5 AFP 1 IncRNA-T342620 il ¥
W AUC Z2R A% ¥E X (Z=—1.977,P <

0.05;Z=—5.056,P<C0.001), W3 5.

F4 FrEfMFEAREEENLE IncRNA T342620 Rik5
AU MBI ZIFESE DNA HEERRENEXES T

JiT 95 40 iR N

=L

r P r P
IncRNA T342620 5 ALT —0.002 0.989 —0.204 0.280
IncRNA T342620 55 AST 0.074 0.547 —0.299 0.109
IncRNA T342620 5 ALB”  —0.293 0.014 0.010 0.960
IncRNA T342620 5 A/G"  —0.260 0.031 —0.060 0.752
IncRNA T342620 5 DBIL 0.064 0.602 0.309 0.097
IncRNA T342620 5 ALP 0.118 0.333 —0.011 0.954
IncRNA T342620 5 GGT —0.060 0.625 —0.003 0.987
IncRNA T342620 5 TBA® 0.172 0.157 0.441 0.015
IncRNA T342620 5 ADA —0.011 0.928 0.239 0.204
IncRNA T342620 5 AFU" 0.257 0.033 0.023 0.906
IncRNA T342620 5 AFP 0.046 0.709 —0.051 0.791

IncRNA  T342620 15 HBV-
0.320 0.009 — —

DNA”™

W SR R, " P<<0.05; SR ARG A i, ™ P<<0.05; —
Foom T .
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=5 I LncRNA T342620 5 AFP X3 FFE Y2 B i &

EiE A AUC 95%CI P R RSO FAE YO
AFP 0.906 0.854~0. 958 <<0. 001 0.783 97.1 81.2
T342620 0.758 0.675~0. 840 <0. 001 0.492 94.1 55.1
AFP+T342620 0. 954 0.919~0. 989 <<0. 001 — 91.2 91.3
T — Fom R,
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25 ) 95 G 3 B A A AR R PR L 5 s B BA L B
AEAE A 0L R P98 e AR A A% 00 XU 5 4 1l T 2 48 A
AFP=400 pg/L B o H HE B 5 A A4 M i 45 00 F
X 9 A v BE B R A L EAT 34 HCC i AFP &£
FIPE, By I12 . 2 Fh i 2 Jr s A A I ¥ 2 Az T 1) g 3
SEAE ) P A5 0N L ELILTE 2 TT G 2 P8 AR R A A
DU 4 2512 W 1) SR BB RIRE S 2 U B 3% A9 g 3L =
TC 1 72 1 45 SR 1)
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FIBT ) RNA B — BB N Oy 02 25 PR 2 S ol 78 o i) = g
B H L IncRNAs 15 —Fh 2 Dy g 7 57 I+, 38 i
5 DNA.mRNA , microRNA 1% [ & 41 5 AE . 4
REE LS S i i - TN 2 2 S = i ]
L IneRNAs AT 3 i [ B s H R 0 00 $8 5E N B
22 0 18] 42 3 8 2 g 1) 2 b BT L LRI L B A
T 4R, Kie S 5B MM LA kiR
IncRNAs # #F 58 f1 & 8. A F % & B IncRNA
HULC AMUATAE N 2 W —Fh o3 T4 8, 18 B
WK 968 3R 97 Je N 25 22 ol 3 b b g A0 36 7 I
LUMKUL "7 5 1 % 6 426 41 HCC #1188 Fif
& IncRNA #7208, KW IncRNA HULC 5
IncRNA HOTAIR 1 IncRNA UCA1 B4 40 b7 5 1%
i) HCC #r&E¥) AFP sl Al IncRNA # 1t . 2 Wi fig
JIH RAGUE R R .

AW R IncRNA T342620 78 JFF-98 20 F 1 9
ARJGHMEBAEEH O M {2 8 8 % = 3R
K3 STk 5 E T IneRNA G5 A ) 0 5 06 1L 35 2%
5335 IncRNAs #4706 2 J5 25 15 19 b ik a3 —
. XA 5T AT E P AT ST R A B W In-
cRNA T342620 ik /K F- 76 JH- 9 41 F0 JH- 988 R 5 41 vh
W, Z R G L (P<<0.05), ZrHrJRFH, Al i
SRR R AR S5 41 B I A AR 05 I R OR
— B ERE - BEARTIAR G A LR 2E R ERNR
K, 5 Rk, IncRNA T342620 ] g p A AT 98 1L
N s AR I < = =B 75 e R (= 1

R R AE T 297 36 B8 (2022 4R RO ) R 8 m T
T ok G A S PR B ALBL B 2T &K R MR 5 A3

TR P4 TP 98 R A 45 750000 S BIF 5% 6 AN () T O
95 B8 A2 Ak R HBV-DNA 2548 b5 3E 17 G2 340 b
KT A IncRNA T342620 5 ALB 1 A/G 217
X, 5 AFU Ml HBV-DNA 2 iFM %, HEAE4H
IncRNA T342620 5 TBA £1EM %, AFU %I, H
S5 2 AU P B R, LA U 32 B B A & A o S
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