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H E.HA RKARE4MREAFG 4(OLFMY) & g8 C(CTSC) \LL-37 A K45 % R (PCT) B
M AERTFRBEF WA BRE TR B ME., ik B 2023 F 17 AR BERG SR TF R
160 4] & F H AT 3 R A bW REWEH IR ER > A MA TR EF (FAEM)120 6, @ E3E 5 A
PEEHE (106, MMEERERBEEA > A3 HELZNBBRALA(G BH)F 67 6l E LR E A
FA(G HM), FARF Y ZRAEEEL 0BEATRA, WREABRMEEBKBRE for il &5 biF
OLFM4 .CTSC.LL-37 #= PCT & F, A B ¥ ¥ % @ o OLFM4, CTSC #= LL-37 mRNA #8 3 & & K F,
GEE A A A hE OLFMA . CTSC.LL37 # PCT K+ 2 %535 FrBu, 2% F 4%t 3 &L (P<
0.05), M fefatkza OLFM4,CTSC ## LL-37 mRNA fAxr A X KPR &5 FBa, 2F A%+ 3 5L
(P<<0.05)., G HALFPCTAFEEE TG BA.2FA%ITFENL(P<0.05), #AHEH LK CTSC
Fr LL37T RFRBEESTHEAESE . A EXHF OLFMAKTFRESZ THABEL.ZF AL T FEL
(P<<0.05), # M EL PRLE@ME CTSC mRNA f# LL-37 mRNA A A X K P2 E 5 TREEFEE, £ 7
A% FEL(P<0.05), &it PCT THEANMRF REH W E B F 65T B4 3547, OLFM4 = LL-
37 FBAFRRBITF IR 5 B A 5 w25 1 B J AT FRUE FI B,
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Study on the value of OLFM4,CTSC,LL-37 and PCT combined detection in the
early diagnosis of bacterial infection in patients with trauma or surgery”
HU Henggui DU Xiaolei s XU Yuanyuan
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Hospital s Suzhou s Anhui 234000,China

Abstract:Objective To investigate the value of olfactomedin domain family 4 (OLFM4), cathepsin C
(CTSC),LL-37 and procalcitonin (PCT) combined detection in the early diagnosis of bacterial infection in pa-
tients with trauma or surgery. Methods A total of 160 patients with trauma or surgery admitted to a hospital
from January to July 2023 were selected for blood culture or secretion culture. According to the results of bac-
terial culture,120 patients with positive bacterial culture were selected as positive group and 40 patients with
negative bacterial culture were selected as negative group. The positive group was divided into 53 Gram-nega-
tive bacteria infection group (G~ bacteria group) and 67 Gram-positive bacteria infection group (G bacteria
group) according to the types of pathogens. Another 30 healthy subjects in a hospital during the same period
were selected as the control group. The serum levels of OLFM4,CTSC,LL-37 and PCT,and the relative mR-
NA expression levels of OLFM4,CTSC and LL-37 in neutrophils were compared among all groups and posi-
tive groups. Results Serum levels of OLFM4,CTSC, LL-37 and PCT in negative and positive groups were
significantly higher than those in control group,with statistical significance (P <C0. 05). The relative expres-
sion levels of OLFM4,CTSC and LL1.-37 mRNA in negative and positive groups were significantly higher than
those in control group,with statistical significance (P<C0. 05). The serum PCT level of G~ bacteria group was
significantly higher than that of G' bacteria groups and the differences was statistically significant (P<C
0.05). The serum levels of CTSC and LL1.-37 in patients with sensitive bacteria were significantly higher than

those in patients with drug-resistant bacteria,and the serum levels of OLFM4 in patients with drug-resistant
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bacteria were significantly higher than those in patients with sensitive bacteria, with statistical significance
(P<C0.05). The relative expression levels of CTSC mRNA and LL-37 mRNA in neutrophils in patients with

sensitive bacteria were significantly higher than those in patients with drug-resistant bacteria,and the differ-

ences were statistically significant (P<C0. 05). Conclusion PCT can be used as an early diagnosis and evalua-

tion index of bacterial infection in patients with trauma or surgery. OLFM4 and LL1.-37 can better distinguish

the infection of sensitive bacteria from drug-resistant bacteria and judge the curative effect and prognosis.
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7 mRNA &%, i 27 3318 OLFMA4,CTSC
A LL-37 5 K A X 187K

=1 OLFM4.CTSC #1 LL-37 EE 5| ¥ F %1

e A1) P
(bp)
OLFM4 1E [ :5- AGATCAAAACACCCCTGTC-3' 140
S I :5'-CACACCACCATGACCACA -3’
CTSC i :5-CCAACTGCACCTATCTTGACC -3/ 145
R 1] :5'- AAGGCAAACCACTTGTAGTCATT -3
L1-37 IE[1] :5-GAAGACCCAAAGGAATGGCC-3' 195

JZ 1) :5'-TCAGAGCCCAGAAGCCTGAG-3'
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A 25 ) U I AT AR E HE AT R . AP AR
X 4 B 403 % BR R 24 90 e /MR R B (MIC) <22 g/
mL R MIC™4 pg/mL T 25 ; 75 B A 2 0t i
FFEE R4 B 25 5. MIC<<1 pg/mL 4 gk, MIC >4
g/ mL R 2 5 Bk T 55 M 28 X B 2 O Bl A T 24 A
MIC<2 pg/mL g, MIC™>8 pg/mL Hit 2y,

1.6 SEil2#hb¥ SRHA SPSS25. 0 Ge itk ik 1741
Paorr. IEZMRITHRGOR DL = £ R, 24l
BR T 28 70 4L U R ) SNK- #5256 5 P4 LE
BRI ¢ A B s R IS A A 3 RO DL M

(P, P Rmw, ZH WH R Kruskal-Wallis H K
LAt ECR H2-HE e R R, P<<0.05 &
NESAGITFRE X,

2 % ES

2.1 &AM OLFM4,CTSC, LL-37 #1 PCT /K
Fes B 2R BE M 4 a3 OLFM4, CTSC, LL-37
M PCT KFRBESTABA, ZRASIT¥E X
(P<C0. 05); FHYE 4 1f % OLFM4, CTSC, LL-37 FlI
PCT K FEZF® THEA. ZRA5%IT2E L (P<
0.05), W% 2,

w2 £EMFE OLFM4 ,CTSC,LL-37 1 PCT 7k E b B[+ B M (P, ,P,; ) yng/mlL]
20 51 n OLFM4 CTSC LL-37 PCT
P 2 120 40.6547.33" 4 4.60£1.09° 4 0.994+0.23"4 8.67(0.75,55.83) "~
A1 20 40 24.3549.90" 2.36+1. 11" 0.5140.25" 2.92(0.24,3.29) "
Xt BE 41 30 13.2147.56 1.14740. 36 0.2620.15 0.31€0.13,4.01)
F/H 28. 359 11.785 10. 587 12. 364
P <20. 05 <20. 05 <20. 05 <20. 05

T 5 XRA R, P<<0.05; 5 P M4 e, S P<0. 05,

2.2 KPR OLFM4,CTSC #l LL-37 mR-
NA FXF R KK B4l fHME4 OLFM4
CTSC Fl LL-37 mRNA % 2 1k /K F & 35 55 T %t 1
H,EZFAGE ¥ X (P<<0.05); HEH OLFM4,
CTSC fl LL-37 mRNA Hf X} 2 1k K 8 3 & F P
H.2ERAGIFE X (P<<0.05) ., Wk 3.

2.3 G HWHY5 G EH4mE OLFM4,CTSC, LL-37
M PCT K G WA PCT KFB#EmET
G WA, ZRAGITH#E X (P<0.05) ;G H4 I
OLFM4,CTSC fil LL-37 K¥V5 G H4 i, 5

Tt (P>0.05), LFE 4,

x3 £ E PR A OLFM4,CTSC,LL-37 mRNA
HITRIEKFEEE (2 +£5)

251 n  OLFM4 mRNA  CTSC mRNA LL-37 mRNA
FAPEZ 120 12.5542.60 11.44+1.66 9.71+1.53
BItEd 40 9.2940.83 8.23+0.65 6.4340.99
XTHRZH 30 6.80=+0. 84 6.26+0.72 4.8141.00
F 15. 160 30.030 29. 350
P <20. 05 <<0. 05 <<0. 05

x4 G HAE G BAME OLFM4,CTSC #1 LL-37 K FE B[ +s &% M(P,.,P,. ) ,ng/mL]
26 5] n OLFM4 CTSC L1-37 PCT
G WA 53 42.09+9. 26 4.65+1.33 0.98+0. 20 11.18(1.40,74.84) "
(ﬁ%éﬁ 67 39.20+4. 37 4.5540. 80 0.92+0. 26 2.15(0.37,20.93)
t/U 0. 654 0. 364 0.195 23.923
P >>0.05 >>0.05 >>0.05 <<0. 05

W5 G A, P<0.05,

2.4 G W4E G WA bR 4 OLFM4,CTSC
A1 LL-37 mRNA X RIKK I G @A bk
FiA0M OLFM4 . CTSC 1 LL-37 mRNA X} & % /K
5 G LE. EF LG FE X (P=>0.05),
W5,
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LL-37 mRNA 3 RIEKF LB (2 £5)
2151 n OLFM4 mRNA CTSC mRNA L1-37 mRNA
GTHH 67 12.97+3. 21 11.07£1.72 9.3841.35
G W4l 53 12.08+1.79 11.84+1.62 10.104+1.74
t 0.575 0.599 0. 785
P >0.05 >0. 05 =>0. 05
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*®6 HREMNMAFEEENE OLFM4,CTSC,LL-37 #1 PCT K E k[ +s 8 M(P,; ,P,;),ng/mL]

i H n OLFM4 CTSC LL-37 PCT
TR T 60 33.7345.97 5.13+1.34 1.10+0. 39 8.78(1.40,74.84)
i 245 T 60 44,5648, 58 4.0840.62 0.88+0.25 8.45(0.37,70.93)
t/U 15. 489 7.983 7.983 0.618
P <0.05 <0.05 <0.05 >0.05
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UK 60 11.2641.64 12.08+1.63 10.28+1. 47
THZ5% 60  14.9142.43 10.25+0. 96 8.69+1.13
t 3. 260 2. 850 4. 880

P <0. 05 <<0. 05 <0.05
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55 e BT HRZH AR FE 0~ 16 % 932 W kg 400 1 SRR e (4
K 3% A b R 4 B 603 4 BR ) L3 T OLFMA &
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OLFM4 7K 7 & 3 & T S0k i /8 &, b 1 kL 40 i
OLFM4 mRNA Ei#, A B} i 5E CTSC 7K B AR K H:
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