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Abstract: Objective To investigate the relationship between serum microRNA-30a-5p (miR-30a-5p),
Runt-associated transcription factor 2 (RUNX2) and the severity and prognosis of patients with sepsis-induced
acute lung injury (ALD. Methods A total of 193 patients with sepsis-induced ALI (ALI group) and 54 pa-
tients with simple sepsis (non-ALI group) admitted to the Fifth Affiliated Hospital of Xinjiang Medical Uni-

*  EETE OHi4EE /R AR X TR S E AR AL LW E (WIWY-202434)
VEE® AR B, R B, RN R R MRS M. & BE1EE . E-mail:897671303@qq. com,



EFAD IR E S 20 2025 48 4 F1 % 46 %% 8 #  Int J Lab Med, April 2025, Vol. 46,No. 8 + 949 -

versity from January 2021 to February 2024 were selected,and the patients with sepsis-induced ALI were di-
vided into a mild ALI group (57 cases) ,a moderate ALI group (64 cases) ,and a severe ALI group (72 cases)
according to the oxygenation index,and were divided into a death group (71 cases) and a survival group (122
cases) according to the 28 day prognosis situation. Serum miR-30a-5p level was detected by real time fluores-
cent quantitative PCR, serum RUNX2 level was detected by enzyme-linked immunosorbent assay, and the
binding sites of miR-30a-5p and RUNX2 were predicted by online database. Pearson’s correlation coefficient
was used to analyze the correlation between miR-30a-5p and RUNX2 in patients with sepsis-induced ALI,and
Spearman’s correlation coefficient was used to analyze the correlation between serum miR-30a-5p, RUNX2
levels and oxygenation index in patients with sepsis-induced ALI. With the prognosis of patients with sepsis-
induced ALI as the dependent variable, multivariate unconditional Logistic regression was used to determine
their influencing factors,and receiver operating characteristic curve was plotted to evaluate the prognostic val-
ue of serum miR-30a-5p and RUNX2 levels in patients with sepsis-induced ALI Results Compared with the
non-ALI group.serum miR-30a-5p level was lower and RUNX2 level was higher in the ALI group (z =
—11.749,11.691,P<C0.001). There was a binding site between miR-30a-5p and RUNX2 at the 3'-untranslat-
ed region 3 348 — 3 354, miR-30a-5p was negatively correlated with RUNX2 in patients with sepsis-induced
ALI (r=—0.759,P<C0.001). The level of serum miR-30a-5p increased in the severe ALI group,the moderate
ALI group and the mild ALI group in turn (P<C0. 001) ,and the level of RUNX2 decreased in the severe ALI
group.the moderate ALI group and the mild ALI group in turn (P<C0. 001). Oxygenation index was negative-
ly correlated with serum miR-30a-5p level (r =—0. 749, P <0. 001),and positively correlated with RUNX2
level in patients with sepsis-induced ALI (r=0. 723, P < 0. 001). Independent protective factors for death in
patients with sepsis-induced ALI were increased oxygenation index (OR =0. 988,95%CI :0. 981—0. 996, P <
0. 05) ,elevated miR-30a-5p (OR =0. 814,95 %CI :0. 744—0. 892, P<C0. 05) ,and independent risk factors were
increased Sequential Organ Failure Assessment (SOFA) score (OR =1.391,95% CI.1. 116 —1. 734, P<<
0. 05) ,elevated blood lactate (OR=1. 824,95%CI.1. 211 —2. 748, P <C0. 05), and elevated RUNX2 (OR =
1.366,95%CI:1.170—1.595,P<C0. 05). The area under the curve of serum miR-30a-5p and RUNX2 levels
combined to predict the death in patients with sepsis-induced ALI was 0. 895 (95%CI :0. 842—0. 934) , which
was greater than 0.788(95%CI:0.724—0.844) of serum miR-30a-5p and 0. 786 (95%CI :0.721—0. 842) of
RUNX2 levels alone (Z=4. 015, 3. 746, P <(0. 001). Conclusion

RUNX2 level are associated with the aggravation of the disease and the increased risk of death in patients with

Increased miR-30a-5p level and decreased

sepsis-induced ALI. The combination of serum miR-30a-5p and RUNX2 levels has relatively high value in pre-
dicting the prognosis of patients with sepsis-induced ALI
microRNA-30a-5p; acute lung injury;
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miRNA 758 EE AR gD RNA 431, fei i 30 i 40
mRNA B3l (2 F R4 A, DT 8 42 412 2% st 42 4 Jif
W2 5 iE T8 ALT i3 Y. miR-30a-5p & 5E
P F NGk 6q13 FA— N RAEH & miRNA, miR-
30a-5p 76 B M 45 FL 2 il 1 57 i e 35 E /)N FRUASE A v 52
fRFah  HF G VA BB o) 40 i R 715 5 4% 40 o1 A
T 3C(SOCS3) Wl /b & AE o B A0 . 7 il i 98 o
7 miR-30a-5p &35 6 I ] 4 45 4 e BR 55 AL 1l 3,
il 98 i 15538 B% A% I -« B(NF-«B) WG . g 28
P AL /N AR AL P, miR-30a-5p 7E i 20 21 | 1fiL 7
ISR I I R T K BE AR, R miR-30a-5p
FIRAEH 7] SOCS3 PH W NF-«B 155 53 % 3015 . M i
U/ i 2H 41 48 0 A4 i 0 TN . DENG 25 T it
RNA 58 AR % B, il 4121 miR-30a-5p & Ik 55 4E 175
FALI /NEL 2 % %35 miRNA 2 —, H X T I iE
miR-30a-5p 7K X i 5 5 T 8 ALT B 35 19 116 IR 3 S
R A AT P, M BERE BT B0 ALL BB T
miR-30a-5p 7K V- Fifi % 95 1f5 I 2 1 B X, miR-30a-5p
IR FH 5 R e 35 0 BT 35 AL B2 % 8 T 9 i ~7 4 3 1A
Z L, XU I miR-30a-5p /KT i 5 e 5 9 Bt B
ALT HE 1 7™ R B e A UG B A G, T
J s miR-30a-5p fE 4L 17 T # SOCS3 K ik, #ll il
SOCS3 5 1kB i #i &2 & Y AH 5 AE B 1E NF-«B 1%
B f5r FURBE T . T3] NE-B {5 538 B4 A 5 19 2 i i
5 20 i PR A 0 el R AR A s I X il 3 il i 45 1 46
1 o DT 9805 Jie 55 9 o 350 A LT 9 175 A ol 382 i b7,
[l Af . miR-30a-5p g A F W B IR " EE B 7A ik,
TR VR B RR L ER AT 7 A 8 1 i) 55 AR AR R PR R
PR A 51 142 26 41 DX 7~ B 0, DA T ik 5 Jie 75 i
IS ALT 5 15 Aol 35 s .

RUNX2 2 FZH 58 . Mg a8 RKiEn
— Pl SR DR AN AT B kBRI A A 431
ot BB L OA 8 38 0 3 NF-«B. Janus % # /15
S S R S OE T (JAK/STAT) % R {5 5
AR ERE B R A UYL IR 2o L UK SR A A
KA A ST R A e B OE IR 4 R R L RO
RUNX2 ik REHH NF-«B {5 5 3 B 1% PE . %0 5 40
LA E-18. 40 A A 2-6 A i 983 31 48 X F-a 25 48 4
P2k, N I 45 L 2 57 0 ALT /) U
I FNAA S B Z2 0 i 35 /0 BRI Bl 0t 457 PR B 400 i ASE 7R o
I RUNX2 2 3K 68 U /0 il Sl if 45 P9 B 400 B 8 E
B . H 26 F i RUNX2 K it e 55 5 r 3k
ALT B MG R 3 SC ARV . ARTF 58, e 3 4 r
i ALT B3 3% RUNX2 /K- BE 2 5 1 hn = i 7
Ry e B RE BT B ALT B35 58 T A 2k 57 1 16 R %L X 14 A
M3 RUNX2 /KT 5 5 M 75 0E P 30 ALT 2 0 1
INEMBE A RA X, 5EHFEHE,RUNX2 fERZT)
BE#E 5 N 7, BB 1 ¥ 1% NF-«B.JAK/STAT 4 & 4

17 538 B, Jon T Ml 20 20 A0 B R 0 405 . S UM 3 BT
AL B I e T KU 8 . A oF 5T W,
Ml RUNX2 A ] LUl NF-«B,JAK/STAT {5
53 A AT DR B 22 WA S O I E A

A 38 1 7E L HHE P TR % B, miR-30a-5p &
RUNX2 7E 3'-AE ®H% X 3 348~3 354 AbF77E 454 i
A, miR-30a-5p 5 RUNX2 7E Wk 35 5F Fr 80 ALI 3%
R, XA miR-30a-5p 5 RUNX2 1] fig 7]
ARF 5% 0 e B2 4 BT 2L ALT G F2 . LT 25 B8 ik 52,
miR-30a-5p 5 RUNX2 78 ALI # H A # v & &,
miR-30a-5p fE# 1A N i RUNX2 ik, I il JAK/
STAT Hl NF-«B {5 5 i % , 36k 5 il 20 20 % A #8145 » AL
2% ALL ¥, AR08 4s L BoR, A5 8.
SOFA ¥ 43 F il 3L B2 7K ~F- BE 2k 57 5% il ik 25 AE Fir 2
ALT AW . 2 08 R o 406 48 208 i B Bk 25
RE T B0 ALT FB3E il 38 </ 100 30 b 81 SF 485 T 47, 4 28
B AT AR A5 B G A L BOE T KURR B s SOFA
P43 v 150 I ik 2 9 T B ALT BB 4% 2 B 5 45 o ™
000 7L R K VR e 150 I M T RE BT B0 ALY FR A 4 4
TEHE 22 MOUE T XU AR . ROC 24l 5 ok . i
1% miR-30a-5p, RUNX2 7K - Bk & 7 il ik 75 i B 2
ALT B EFET- ) AUC 4 0. 895, K T Il i miR-30a-
5p RUNX2 /K- Hf 7l (1% 0. 788.,0. 786, X457 Il
T miR-30a-5p, RUNX2 7K -7 Bl F il ll Jife 25 J4iE JIr 3K
ALIL 3% W5 - B A R DU I 3% miR-30a-5p, RUNX2 7K
ST A% B

25 B TR M BEAE T B0 ALT B3 17 miR-30a-
5p KTt i Al RUNX2 7K FEAR, — 35 7] g [ B 5% i)
Hog 1 ™ 8RR M TS . I 95 miR-30a-5p, RUNX2
KB o e 75 0 I 80 ALT BB 3 T A %6 v 1) 990
WAl 0 I8 T 3 — 25 Z a0 BF 58 56 4IE 1% 45 38 19 1T
SEME
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