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Effect and mechanism of EZHZ2 on hepatocellular carcinoma cell proliferation
by regulating Wnt/p-catenin signaling pathway "
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Abstract: Objective To explore the effect of enhancer of Zeste homolog 2 (EZH2) on hepatocellular car-
cinoma HepG2 cell proliferation by inhibiting Wnt/B-catenin signaling pathway. Methods The expression lev-
els of mRNA and protein of EZH2 in hepatocellular carcinoma HepG2,SMMC-7721,BEL-7402 cells and nor-
mal hepatocytes were detected by real time fluorescence quantitative reverse transcription polymerase chain
reaction and Western blot. Transfected siRNA EZH2 and siRNA control in hepatocellular carcinoma HepG2
cells. siRNA EZH2 in HepG2 cells and siRNA control were transfected, MTT was used to measure the HepG2
cells’ ability to proliferate. Western blot technique was used to identify the expression levels of proteins. By
transfecting siRNA EZH2 in HepG2 cells and administering an activator of the Wnt/B-catenin signaling path-
way, MTT assay was used to determine the proliferation ability of cells. Results The EZH2 mRNA and
EZH2 protein levels in hepatocellular carcinoma HepG2,SMMC-7721 and BEL-7402 cells were higher than
those in normal hepatocytes (P<C0. 05) ,and the mRNA and protein levels of EZH2 in HepG2 cells were high-
er than those in SMMC-7721 and BEL-7402 cells (P<C0. 05). siRNA EZH2 could significantly inhibit the mR-
NA and protein levels of EZH2 in hepatocellular carcinoma HepG2 cells. After EZH2 expression inhibition,
the cell viability of HepG2 cells was lower at 24,48,72 h (P<C0.05),Wnt 1 and B-catenin protein levels were
lower (P<C0.05). Conclusion EZH?2 is overexpressed in hepatocellular carcinoma HepG2 cells, and knock-
down of EZH2 significantly inhibits the proliferative ability of HepG2 cells and decreases the levels of proteins
related to the Wnt/B-catenin signaling pathway.
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