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Abstract: Objective To investigate the expression of microRNA-873-5p (miR-873-5p) and C-X-C motif
chemokine ligand 16 (CXCL16) in thyroid cancer tissue and their relationship with pathological parameters
and prognosis. Methods A total of 125 patients with thyroid cancer who underwent surgery at Nanjing Sec-
ond Hospital from January 2018 to June 2019 were selected as the research subjects. Some cancer tissues and
corresponding adjacent tissues of the patients were collected,and the expressions of miR-873-5p and CXCL16
mRNA were detected by real-time fluorescence quantitative polymerase chain reaction. The binding sites of
miR-873-5p and CXCL16 were predicted through the online database. Pearson correlation was used to analyze
the correlation between miR-873-5p and CXCL16 mRNA expression,and the correlation between miR-873-5p,
CXCL16 mRNA expression and pathological parameters. According to the median expression of miR-873-5p
and CXCL16 mRNA in thyroid cancer tissues,they were classified as high expression and low expression. The

survival curves of patients with high and low expression of miR-873-5p and CXCL16 mRNA were plotted by
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the Kaplan-Meier method. Taking the survival status of patients with thyroid cancer as the dependent varia-
ble,Cox regression was used to determine the relationship between the expressions of miR-873-5p and CX-
CL16 mRNA and the death of patients with thyroid cancer. Results The expressions of miR-873-5p and CX-
CL16 mRNA in thyroid cancer tissues were 0, 8330, 12 and 1. 54 +0. 25, respectively,and those in adjacent
tissues were 1. 13+ 0. 15 and 0. 98 == 0. 13, respectively, the differences were statistically significant (=
—18.160,21.089). P<C0. 001). Pearson correlation analysis showed that the expression of miR-873-5p and
CXCL16 mRNA in thyroid cancer tissues was negatively correlated (r=—0.722,P<0. 001). The expression
of miR-873-5p in thyroid cancer tissues was negatively correlated with pathological type, TNM stage and
lymph node metastasis (r =—0. 510, —0. 262, —0. 315, P <0. 05). The expression of CXCL16 mRNA was
positively correlated with pathological type, TNM stage and lymph node metastasis (+=0.593,0. 275,0. 314,
P <C0.05). The Kaplan-Meier survival curve showed that the 5-year overall survival rate of patients with high
expression of miR-873-5p was higher than that of patients with low expression of miR-873-5p. The 5-year o-
verall survival rate of patients with high expression of CXCL16 mRNA was lower than that of patients with
low expression of CXCL16 mRNA, and the difference was statistically significant (X*=11. 328,10. 514, all
P=0.001). miR-873-5p=0. 84 was an independent protective factor for death in patients with thyroid cancer,
and CXCL16 mRNA==1. 55 was an independent risk factor for death in patients with thyroid cancer (P <<
0. 05). Conclusion The expressions of miR-873-5p and CXCL16 mRNA in thyroid cancer tissues are related to patho-

logical parameters and prognosis.and may become prognostic markers for patients with thyroid cancer.
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