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# E.BR #KiTeF miR-296-5p & § & a8 R mRNA K& KT 3T F &4 B fe TG 745 69 16 R A,
FHiE HBIZRE 201453 AF2019F 3 AKEIZREIELH T REEL 1086 A FHEE,198 4 F B HER
Bk AR A,198 Bl ke EE AR A, £ A RT-qPCR %4 0 f2 7% F miR-296-5p. § & & & /& mRNA %
BAKF, A RFI B R B A AE B B & & F miR-296-5p & § & & B8 mRNA & iAK-F £ 7, KA K&
I AR AE M & (ROC W 2&) 9 47 fe 7 miR-296-5p & B & & 8 & mRNA B a4, R HEAFEF
Jm 2l miR-296-5p. § & @ B & mRNA A& K+ Z F 3B (P<|0.05); § %21 miR-296-5p. § & @ 8 & mR-
NA 23X KFZHTFHRAP<0.05), miR-296-5p. FH 8 /R mRNA AZXAKFE5FRELEAN FHLX
(P>0.05) ;5 BRXZ.TNM o8 2ERE KRCLEHEBFLLA X, BB RKE=5 cm, TNM 4 414
B EREAR AR EEES A LA, miR-296-5p, § & @ B R mRNA & &k £ M & (P<<0.05), miR-
296-5p. B & @ /R mRNA &AL A HFEB A HHA R T miR-296-5p, § & & B R mRNA 1k & x4
(P<C0.05), miR-2965p, B H & 82 mRNA KA NS B B RO IHE HFE EHE WX T ER
(AUO ¥ & F miR-296-5p. § & & 8 & mRNA £k n (P<<0.05), & ¥ & E % hiF miR296-5p & §
& G 88 mRNA & A KFH &, miR-296-5p, § & @ B & mRNA 5 F % & 6 R 442 TG A % 3 miR-
296-5p. § & G B /R mRNA BAAm S BB A AR SO IMAE HFE . TEBRALER,
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Abstract: Objective To investigate the clinical value of serum microRNA-296-5p (miR-296-5p) and pep-
sinogen mRNA expression level in the diagnosis and prognosis evaluation of gastric cancer. Methods A total
of 198 patients with gastric cancer confirmed by pathology in our hospital from March 2014 to March 2019
were selected as the gastric cancer group,198 patients with benign gastric diseases were selected as the gastric
disease group,and 198 healthy subjects were selected as the control group. The RT-qPCR method was used to
detect serum miR-296-5p and proteasome mRNA expression level. The differences in serum miR-296-5p and
pepsinogen mRNA levels in different groups and patients with different characteristics of gastric cancer were
analyzed,and ROC curve was used to analyze the diagnostic value of serum miR-296-5p and pepsinogen mR-
NA in gastric cancer. Results The expression levels of miR-296-5p and pepsinogen mRNA in the gastric canc-
er group and gastric disease group were higher than those in the control group (P <C0. 05) ,and the expression
levels of miR-296-5p and pepsinogen mRNA in the gastric cancer group were higher than those in the gastric
disease group (P<C0.05). The expression of miR-296-5p and pepsinogen mRNA were not significantly corre-
lated with the gender and age of gastric cancer patients (P >>0. 05) ,and they were significantly correlated with

the largest tumor diameter, TNM stage,depth of invasion,lymph node metastasis,recurrence,and the largest
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tumor diameter—=5 cm,the higher the TNM stage,the deeper the depth of invasion,lymph node metastasis,
and recurrence,the higher the positive expression rates of miR-296-5p and pepsinogen mRNA (P <C0. 05). The
AUC, sensitivity, specificity and accuracy of miR-296-5p combined with pepsinogen mRNA in diagnosing gas-
tric cancer were significantly higher than miR-296-5p and pepsinogen mRNA detecting alone (P <C0. 05). Con-
clusion Serum miR-296-5p and pepsinogen mRNA are elevated in patients with gastric cancer. MiR-296-5p
and pepsinogen mRNA are related to the clinicopathological characteristics and prognosis of patients with gas-

tric cancer. Detection of miR-296-5p combined with pepsinogen mRNA in diagnosing gastric cancer has a high-

er rate of sensitivity and specificity screening,which can be used in clinical practice.
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4157 n miR-296-5p mRNA B H M EFE mRNA
XFREZH 198 0.96+0.38 1.4540. 39
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