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Abstract: Objective To compare the extraction effect of the large volume free nucleic acid extraction kit
(Method of magnetic beads,Cat:55114, Hereinafter referred to as Qiagen) produced by Beijing Tiangen Bio-
chemical Technology Co. ,Ltd. with that of Circulating Nucleic Acid kit produced by Qiagen, Germany(Silica
gel membrane adsorption column method,Cat;: 55114, Hereinafter referred to as Qiagen)on the extraction of
cell-free DNA from plasma. Methods Collecting the basic information of Qiagen and Tiagen kits. Clinical
plasma samples provided by Zhejiang Cancer Hospital were collected,and ¢fDNA was extracted from the plas-
ma samples by Qiagen and Tiangen,respectively. The Concentration and Purity of cf[DNA extracted by the two
kits were analyzed by ultraultraviolet spectrophotometry. Human epidermal growth factor receptor (EGFR)
mutant gene detection kit(multiplex fluorescent PCR method) was used to analyze the effects of the two kits
on the extraction of ¢cfDNA in plasma. The effect of two different kits on the detection rate and repeatability of
EGFR gene mutation was analyzed by the Ct value of amplification results. Results In terms of the Concen-
tration and Purity of ¢cfDNA,the cfDNA extracted by Qiagen was significantly higher than that extracted by
Tiangen,and the Purity of ¢cfDNA extracted by Qiagen was better; The positive coincidence rate of EGFR mu-

tation gene was 100% for Qiagen and 85% for Tiangen;In terms of repeatability results,the coefficient of var-

*  EEWB.WLE“ T =1 AR %A EWREE AWE 096) ; Wi VLA 7= #a &« 1A —H I H (096D,

BB R B AR EEAFIRRESL LI, © #E1EH, E-mail: wuoul @163. com,
ARSI AR 3 DA B BRI A R TR AR B ORI UE ES DNA SRECHCR 1 L BT . [ B A g 5 2 23K, 2022, 43(8)
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iation(CV) of ¢fDNA detected by the Qiagen kit were all less than 5% ,while the CV of the Tiangen kit was

over 5% in some cases. Conclusion Qiagen kit was superior to Tiangen kit in terms of ¢cfDNA concentration,

Purity, positive coincidence rate and repeatability of EGFR mutations.
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ceptor mutant gene
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H5 AU 45 R A — kT ik 0% Lk 15, K,
MLAER L L3 ) cfDNA 72 i J88 B T 1R 736 A6 451 3
PR T PR DNA KBRS A
WAR s FL5) F W A fof 85 30 B2 B cfDNA S Ay 12 15
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