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Abstract:Objective To investigate the relationship between single nucleotide polymorphisms(SNPs) of
neurexin 1(NRXNI1) gene and methyl-CpG-binding protein 2(MECP2) gene and the clinical manifestations
and susceptibility of children with autism. Methods A total of 128 children with autism who were treated or
undergoing rehabilitation in a hospital from September 2019 to June 2021 were selected as the autism group,
and 145 healthy children were selected as the control group during the same period. Sequenom MassArray
platform typing technology was used to detect NRXN1(rs1421589 locus) and MECP2(rs2239464 locus) geno-
types, Autism Behavior Checklist(ABC) score was used to evaluate the children’s clinical behavior, the Child
Autism Rating Scale(CARS) score was used to assess the severity of the children’s condition; Logistic regres-
sion was used to analyze the influence of NRXNI1 and MECP2 genotypes on the occurrence of autism.

Results Three genotypes of CC type,CT type and TT type were detected in the NRXNI1 gene of the control
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group and the autism group,and three genotypes of AA type, AG type and GG type were detected in the
MECP2 gene. In the control group, the proportions of CC genotype (49. 66%) and AA genotype (50. 34 %)
were higher;in the autism group,the proportions of TT genotype(57.81%) and GG genotype(49. 21%) were
higher. After the anastomosis test,the SNP distribution of NRXN1 gene and MECP2 gene in the control group
and the autism group conformed to the Hardy-Weinberg equilibrium rule (NRXN1: X* = 1. 386, 5. 069;
MECP2:X*=4.297,5.508,P>0.05). There were significant differences in the scores of factors such as sen-
sory,communication and other factors,total ABC score and disease severity in children with autism with dif-
ferent genotypes of NRXN1 and MECP2 (P <C0. 05). TT genotype (rs1421589 locus) and GG genotype
(rs2239464 locus) were independent risk factors affecting the occurrence of autism (P <Z0. 05). Conclusion

NRXN1 gene and MECP2 gene SNP are related to autism in children,and children with genotypes TT and GG

have more severe clinical behaviors of autism.
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=1 PCR 5| 41 5 5
3 A LRI 53 TSI -3
NRXNI rs1421589 GAGAAGCCGGGTCTACTG TATGTGCTGCATCACCGACC

MECP2 rs2239464

GCACGTGAACGCAGTCGACC

GCATGCTCACAATCGGACCGAC
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x4 NRXN1 £EHE & ABC BN (x+5,5)
HEM g S A W K42 Bl A ABC 843
CC 1 14 10.2442.15 16.94+2.35 11.02+£2.06 10.89+2. 10 10.58+1.97 60.12+£3.75
CT 74 40 12.97+2.36" 20.29+2.41" 13.5842.37" 12.16+2.08" 11.85+2.01" 70.92+3.46"
TT #4 74 14.16+2.71" 7 24.67+2.52°F 17.9442.46" 7 13.14+2.05"7 12.72+2.11"° 7 82.68+3.35"F
F 14.578 80. 094 74.708 8.239 7.226 333.052
P <20. 001 <20.001 <20. 001 <20. 001 0.001 <20. 001
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