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Abstract: Objective To evaluate the detection capacity and existing problems of laboratories in Shanghai
by carrying out the external quality assessment(EQA) project for neuroblastoma RAS viral oncogene homolog
(NRAS)gene mutation detection. Methods Formaldehyde solution-fixed and paraffin-embedded cells contai-
ning specific NRAS gene mutation sites were selected as EQA specimens,and their homogeneity and stability
were evaluated. The specimens were randomly numbered and sent to the participating laboratories in 2019 and
2020, respectively,and the laboratories were required to test and report the results within the specified time.
The Shanghai Center for Clinical Laboratory evaluated and analyzed the results. Results The uniformity and
stability of the specimens met the requirements. In 2019 and 2020,26 and 24 valid return results were received, respec-
tively. The overall qualified laboratories accounted for 84. 62%5,95. 83% , respectively. The laboratories with completely
correct results accounted for 80. 77%,79. 17 % respectively. The overall coincidence rates of the specimens were
93.08%, 93. 33%, respectively; among the types of false results, false positives accounted for 33. 33%,
25.00% sand false negatives accounted for 66. 67 %, 75. 00% , respectively. Conclusion ~The overall NRAS
gene mutation detection capabilities of laboratories in Shanghai is relatively good,the detection capabilities of
laboratories in 2020 was improved compared to 2019, the false negative was the main type of error, which indi-
cates that the detection capabilities of some laboratories need to be improved. The laboratory strengthens the
quality management of the laboratory by participating in EQA, etc. , so that problems can be discovered in
time and continuous improvement to improve its testing capabilities.
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