« 1162 - R EF2E 202245 A% 4345% 10 1 Int J Lab Med,May 2022, Vol. 43,No. 10

O E
IncRNA-KAT7 3t EAREETRE NN
T on L EWEAAR LR 4R R Fa R
1. EFRERTE -ARERALLA, HdwiE 4150032, K FEHALEFHRP A @4 421000

 E.HH it IncRNA-KAT7 EMBEALR T R A KFERBMNTREMIIGEZEHGH R, HiE AR

5% B )ut,ag PCR(q-PCR)# | IncRNA-KAT7 f& M 5% 40 42 b 49 & ikt 0L, 5 #7 IncRNA-KAT7 # % ik K F
SRR BEAEIEN R, R ABER 2 L3 KA AS49 48 A it & X IncRNA-KAT7,q-PCR # # IncRNA-
KAT7 #9it & ik 2 %5 R A Transwell 55 3 5 47 IncRNA-KAT7 i & k3t AS49 it ez £ 48 H 00 %

R MHBAE P IncRNA-KATT7 69 & kKT8 ZAK T 5% F 4028 (P<T0.05) ; 3 IR 38 10 A J& 40 2% R & 'i‘éﬂ
LARA P .84, 2% (32/38) #9 Al g 28 LA AR A b IncRNA-KAT7 # & ik K F 9 BAK T 9% & 4 2 47 & ; IncRNA-
KAT7 #9 2 A KT 5 BHGKRELEES(P=0.043) FFMARFEA(P=0. oonﬂ«’ﬂ*é‘(P—o 027) K % ,12
58 FGME AR MNEBERZ.TNM 2 8.T 28 B2 MAH L E(P>0.05); Transwell £ &R 2, 5
pcDNA-3. 1 283638, pcDNA-IncRNA-KAT7 H-F ¥ HARETF F 2D TG4 H@—"ﬁiﬁﬂ’%%érﬂﬂ@#ﬁ@ B2
Y (P<<0.05), & IncRNA-KAT7 AMEGREL I T EARAEMN B @i B Iz 2 0 mR, L
BBRAM RS TR BT PR S,

KEEIE M, K#AESH A RNA; IncRNA-KAT7; iE4#; &%
DOI:10. 3969/j. issn. 1673-4130. 2022. 10. 003 FEESES R734.2
XEHS:1673-4130(2022)10-1162-05 Mk ARARD A

Effect of IncRNA-KAT7 on the migration and invasion of lung cancer cells”
LEI Ming' .\WANG Qingmei’ \GONG Yonglu' ,DU Wei' .\DENG Yi',LUO Dixian""

1. Department of Clinical Laboratory sChangde First People’s Hospital ,Changde s Hunan 415003,
China ;2. Institute of Translational Medicine ,University of South China  Hengyang  Hunan 421000,China

Abstract:Objective To investigate the expression level of IncRNA-KAT7 in lung cancer tissues and its
effect on the invasion and migration of lung cancer cells. Methods Real-time quantitative PCR (q-PCR) was
used to detect the expression of IncRNA-KAT7 in lung cancer tissues,and the relationship between the ex-
pression level of IncRNA-KAT7 and its clinicopathological characteristics was analyzed. The IncRNA-KAT7
was overexpressed in A549 cells by transient transfection technology,and the overexpression efficiency of In-
cRNA-KAT7 was detected by q-PCR. The effects of IncRNA-KAT7 on the migration and invasion ability of
A549 cells were analyzed by Transwell assay. Results The expression level of IncRNA-KAT7 in lung cancer
tissues was significantly lower than that in adjacent tissues (P <C0. 05). Among the selected 38 lung cancer tis-
sue and paracancerous tissue samples,the expression level of IncRNA-KAT7 in 84. 2% (32/38) of lung cancer
tissue samples were significantly lower than that in adjacent tissue samples. The expression level of IncRNA-
KAT7 was related to the lymph node metastasis (P =0. 043) , histological type (P =0.001)and the age of pa-
tients (P =0. 027), but it was not related to the degree of tumor differentiation, tumor size, TNM stage, T
stage and gender of patients (P<C0. 05). The results of Transwell experiment showed that,compared with the
pcDNA-3. 1 group,the average number of migrating cells and invasive cells per field in the pcDNA-IncRNA-
KAT7 group were significantly reduced (P <Z0. 05). Conclusion IncRNA-KAT?7 has the function of regula-
ting tumor cell migration and invasion in the occurrence and development of lung cancer,and is expected to be-

come a potential target in molecular targeted therapy of lung cancer.
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