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Study on application of exosomal miRNA in diagnosis of papillary thyroid carcinoma’
ZHOU Yaping'?,LI Xiang® ,ZHAO Hongmei' ,\WANG Fang',ZHANG Tianyi'*,
LI Na*° ,HUANG Mengjun®’ ,FU Jianfeng""
1. Medical College of Shihezi University ,Shihezi , Xinjiang 832000,China ;2. Clinical Laboratory
Diagnosis Center ,General Hospital of Xinjiang Military Region ,Urumqi , Xinjiang 830000,China ;

3. Department of Clinical Laboratory , Hami Red Star Hospital , Thirteenth Division of
Xinjiang Production and Construction Crops . Hami , Xinjiang 839000,China ;4. Department o f
General Surgery ,General Hospital of Xinjiang Military Region .Urumqi , Xinjiang 830000,

China ;5. Graduate School of Xinjiang Medical University \Urumqi , Xinjiang 830000,China

Abstract: Objective To observe the expression change of exosomal miRNA in the serum of the patients
with papillary thyroid carcinoma(PTC),and then to evaluate its diagnostic efficiency. Methods Six patients
with PTC admitted and treated in the General Hospital of Xinjiang Military Region were selected as the PTC
group,and contemporaneous 6 healthy subjects undergoing physical examination served as the control group.
The exosomal miRNAs isolated and harvested from serum samples conducted the high-throughput sequen-
cing. Then the bioinformatics analysis was performed. Results Through high-throughput sequencing analy-
sis,a total of 47 differentially expressed miRNAs were detected in serum exosomes of the PTC group, in
which 15 differential expression folds |log, (FoldChange) | =2 such as miRNA-1289, miRNA-519b-5p and
miRNA-122-3p,and the difference with the control group had statistical significance (P <C0. 05), which could
be the potential biomarker for PTC diagnosis. Further GO analysis and KEGG analysis showed that the target
genes of differential miRNAs were clustered into 30 signal pathways, including MAPK, PI3K/Akt, Ras and
other signal pathways related to tumorigenesis and development. Conclusion In serum exosomal miRNA,a
set of biomarkers conducive to the diagnosis of PTC are found.

Key words: papillary thyroid carcinoma; exosome; miRNA; high-throughput sequencing; diagno-
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