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Diagnostic value of intestinal microeclogic balance monitoring in pregnancy-induced-hypertension”
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Abstract: Pregnancy-induced-hypertension(PIH) is a leading cause of mortality rate increase in pregnant
women and infants. However, the etiology and pathogenesis of PIH is still unclear in clinic. Beside of evalua-

ting the blood pressure level, proteinuria,degree of organ involvement and fetal condition,there is a lack of the
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effective means of laboratory prevention, monitoring and diagnosis and treatment. The intestinal microbiota
serve as the largest micro-ecosystem in the human body,the related study results show the enormous clinical
potential values in various diseases. However,the researches on the relationship between intestinal microbiota
and PIH are relatively lagging behind. Due to the particularity of pregnant women status such as the body con-
stitution, metabolism, which makes the pathological process of disease and intestinal microbiota change super-
position more complex. At present,although the related studies have reported, but the analysis on their rela-
tionship and pathogenesis is not complete and comprehensive. This paper reviews the multiple studies results
of intestinal microbiota and PIH ,analyze the study status quo of PIH and application value of related laborato-
ry monitoring indicators.investigate the feasibility of intestinal microbiota as the new type marker of PIH,and

provide a new ideal for the diagnosis of PIH in clinic.

Key words: pregnancy-induced-hypertension ;
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