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Abstract: Objective To investigate the screening value of high-risk human papilloma virus (HR-HPV)
DNA and HPV E6/E7 mRNA detection methods for cervical high-grade squamous intraepithelial lesions
(HSIL,including cervical intraepithelial neoplasia [ and above lesions). Methods A total of 639 patients
with suspected cervical lesions referred for colposcopy biopsy due to cervical inflammation, contact bleeding
and other reasons in Yangzhou Maternal and Child Health Hospital from June 2020 to July 2021 were retro-
spectively selected as the research subjects. They were examined by HR-HPV DNA and HPV E6/E7 mRNA
detection,liquid-based thin-layer cytology and cervical biopsy. The positive rates of HR-HPV DNA and HPV
E6/E7 mRNA in patients with different cytopathological and histopathological grades were compared. Taking
the results of histopathological examination as the gold standard, the screening value of HR-HPV DNA and
HPV E6/E7 mRNA detection for HSIL was analyzed. Results The total positive rate of HR-HPV DNA was
81.06% ,which was significantly higher than 52.58% of HPV E6/E7 mRNA (P <C0. 05). Comparison of pa-
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tients with different cytopathological grades,there were statistically significant differences in the positive rates
of HR-HPV DNA and HPV E6/E7 mRNA among the patients with negative for intraepithelial lesion or ma-
lignancy(NILM) ,atypical squamous cells of undetermined signification (ASCUS) ,low-grade squamous intra-
epithelial lesion (LSIL) and HSIL (P <C0. 05) ; comparison of patients with same cytopathological grades,the
positive rates of HR-HPV DNA were significantly higher than those of HPV E6/E7 mRNA in patients with
NILM, ASCUS and LSIL(P <C0. 05), while there were no statistically significant differences in the positive
rates of HPV DNA and HPV E6/E7 mRNA in HSIL patients (P>0. 05). Comparison of patients with differ-
ent histopathological grades,the positive rates of HR-HPV DNA and HPV E6/E7 mRNA increased with the
increase of histopathological grades (P <C0. 05) ,and the positive rates of HR-HPV DNA were all higher than
those of HPV E6/E7 mRNA in patients with same histopathological grades (P <C0. 05). The area under the
receiver operating characteristic curve of HR-HPV DNA and HPV E6/E7 mRNA detection for HSIL was
0. 587 and 0. 755, respectively, and the difference was statistically significant (P <C0. 05). Conclusion The
clinical value of HPV E6/E7 mRNA detection on HSIL screening is higher than that of HR-HPV DNA ., which

can provide the basis for the division of cervical precancerous lesions.
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