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Progress on the relationship between IFN-v receptor 1 and some diseases”
DONG Youyou ,CHEN Changguo®
Department of Clinical Laboratory .the Sixth Medical Center of PLA
General Hospital ,Beijing 100048 ,China

Abstract: Interferon-y(IFN-y) ,as a cytokine with immunomodulatory, antiviral, anti-microbial infection,
anti-tumor and other biological functions, plays an important role in natural immunity and acquired immunity.
IFN-v receptor is composed of IFN-y receptor 1 (IFNGR1,IFN-v receptor o chain) and IFN-y receptor 2 (IF-
NGR2,IFN-vy receptor 8 chain). IFNGR1 is widely expressed on most cell surface except erythrocytes,and is
necessary to bind IFN- vy and transmit its signals. The expression of IFNGR2 is affected by the activation and
proliferation of cells,and is mainly involved in the transduction of IFN-y signals. As a key molecule to activate
the pathway, IFNGR1 expression or not and the expression level directly affect the sensitivity of cells to
IFN-v,and its expression imbalance is related to the occurrence of a variety of diseases. In this paper,the cur-

rent research progress on the relationship between the expression of IFNGR1 on cell surface and some diseases

is reviewed.
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