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Abstract: Objective To analyze the relationship between microRNA-96 (miR-96) and inflammatory re-
sponse in neonatal sepsis(NS). Methods A total of 65 NS children from the hospital from June 2018 to April
2020 were taken as the NS group, 65 children with non-infectious systemic inflammatory response syndrome
(SIRS) in the same period were included as the non-infectious SIRS group,and another 50 healthy children
who underwent the health examination were selected as the health group. The level of serum miR-96 was de-
termined by real-time quantitative PCR (RT-PCR) ,and the levels of serum inflammatory factors [ interleukin-
1 B(IL-1 B),interleukin-6 (IL-6) , tumor necrosis factor (TNF-o) ] were determined by enzyme linked immu-
nosorbent assay. Pearson correlation was used to analyze the correlation between serum miR-96 and inflamma-
tory reaction indexes. The NS group was divided into survival group and death group after the follow-up,and
the differences of serum indexed in children with different prognosis were compared. The receiver operating
characteristic (ROC) curve was drawn,and the prognostic value of miR-96 in children with NS was analyzed.
Results The sequential organ failure assessment(SOFA) score and acute physiology and chronic health evalu-
ation (APACHET]] ) score in the NS group were higher than those in the non-infectious SIRS group,and the
differences were statistically significant(P<C0. 05). The level of miR-96 in the NS group was lower than those
in the non-infectious SIRS group and the health group,the levels of 1L.-18,1L.-6 , TNF-a were higher than those

in the non-infectious SIRS group and health group, and the differences were statistically significant ( P <C
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0. 05). Pearson correlation analysis results showed that miR-96 level was negatively correlated with 1L-18,1L-
6,and TNF-¢ levels(r<{0,P<C0.05). The level of miR-96 in the death group was lower than that in the sur-
vival group,and the levels of I1L-18,1L-6 and TNF-a were higher than those in the survival group,and the
differences were statistically significant(P <C0. 05). The ROC curve results showed that the AUC of miR-96 in
predicting the mortality of children with NS was 0. 903(95%CI ;0. 846—0.978). When 0. 75 was taken as the
cut off value, the sensitivity, the specificity of miR-96 were 0. 894, 0. 855 and the Jordan index 0. 749.

Conclusion The level of miR-96 in children with NS decreases, while the levels of inflammatory factors in-

crease,the two are negatively correlated,and miR-96 level has some predictive value for NS prognosis.
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