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Abstract: Objective To collect clinically isolated carbapenem-resistant Klebsiella pneumoniae (CRKP),
and to understand the drug resistant situation and epidemiological characteristics of CRKP by study the inte-
gron distribution situation of CRKP type I, Il and Il ,drug-resistant gene carrying and multilocus sequence
typing (MLST). Methods Forty-five strains of CRKP isolated from clinical specimens were collected and pre-
served. The BD phoenix M50 automatic bacterial identification instrument was used for conducting the bacteri-
al drug sensitivity identification,and the mass spectrometer was used to conduct the bacterial identification a-
gain. The integrons and variable regions were measured by polymerase chain reaction (PCR) amplification and
the variable region of positive pathogenic bacterial strain conducted the sequencing analysis and comparison.
The phenotype was confirmed by adopting the modified carbapenase inactivation test (mCIM test). The car-
bapenem-resistant gene was amplified by PCR. The homology was analyzed by using the MLST. Results A
total of 45 strains of class | integron positive bacteria were detected among 45 strains of CRKP,no class [l
and class [l integrons were detected. The variable regions were successfully amplified from 36 strains of bac-
teria. Three kinds of drug resistance gene cassettes were detected, which were aadA2(34/36),dfrA1(1/36)
and aac(6')-Ib-cr(1/36). The sequencing results of 45 strains of CRKP by amplified resistance genes showed
that blakpe gene was detected in 44 strains, but blayyp » blayny » blages » blagxass and blagy: genes were not detec-
ted. Among 45 strains of CRKP, the advantages sequence types were mainly the type ST11 (43 strains) and
the other were the type ST15 (2 strains). Conclusion CRKP in this hospital is dominated by the type I inte-
grons,and the type [l and [l integrons have not been found. The main mechanism of CRKP resistance to car-

bapenems is to carry the blagpe gene. The prevention and control measures should be taken in time to prevent
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the cloning and spread of CRKP in the hospital.
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sequence typing
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