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i E.BHN KAMAFRRANBEFEA@RFEZMALEAR A(Cagh) \Za@ a4 A(VacA) KB 5
BEERHABEOELZ, FiE #®I20205F6 A£2021 8 AL ERESBE T 276 #l B E AR
NEL,EP OB B RH(ERBHA) 86 4 § 7.;( BJEL4). 100 B BLAL EF (EF B4, BxmEas §EA
o 1TSEAF A FE e, R F AT & B 4% o 113 AT B CagA, VacA PCR :}ri@&%lﬁ&%‘]&,:\:\.frﬁr
kb{ﬁtb(OR)ﬁw95/%.4’[:ltﬂ(CI)ﬁH;JJI]é%?#’rEJ CagA.VacA 3 5MH5 FatH AEHXEZ.RA S B X Lo-
gistic B2 5 #3K 3t CagA.VacA 5B A EM AR B LS FEG AR, RA X BB oM & 1A H CagA.Va-
A SEBLSBEEZEAREFIENXEZ, BRREBEAZFFTRARER,PCREM VacA &5 A E L
B SIRT1.FOXO1.P62 mRNA # & &t 2,384+ VacA £ % %l SIRT1.FOXO1 i@ %42 3t § 5 2 Mt A v,
R FRMCagA AARXAARERSZ TERBA., EF R, GG AR AR BT F 55 WA EF 5 R4,
ERFHAGITFEL(P<0.05); F %A CagA AA A AR E S T EF*BA,GG A B A F4KF £ 2
R, £ FHA %I FEL(P<0.05);CagA AA AR A 4 % F 35t % (OR =10. 40,95% CI ;5. 89~14. 70,
P<C0.05). 8 %% (OR=10.60,95%CI :4.69~21.26,P<70.05) 8 XA &3m, FH & VacA slml %E}&_&ﬁ
EETEHERBAL EF3THBA(P<<0.05),VacA 2m2 AR A ER T HEimm AL EF 3 B (P <0. Oa)
FH VacA slml AB AR E S T EF B, VacA s2m2 £ B AR EK T EF 2 BAE, £FF %t %
(P<C0.05);VacA sIlml XA B A4 3 % § 3% % (OR =11. 27,95%CI ;5. 25~13. 22, P<0. 05) , Ja’z(ORz
9.26,95%CI:4.19~15.66,P<C0.05) #4 & Ja R &3 m, % A& Ioglstlc = )2 5 A %7 CagA AA R AR
VacA slml A A A2 BHEA AW SRR X (P<<0.05), CagA.VacA AR S A ERBRA KN FHFEEL T L
FH ARG FEL(P>0.05) 2B RAZE =2 cm . TNM oM ~NH. HERAHSHAEANEF CagA AA
ERAA VacA slml 2 BEAH 53 5 FAHBRERXZE<2 cm. TNM 28 [ ~ 11 3.5 2 B 5 AIKE 3 0 & %
(P<C0.05), VacA #1 SIRT1.FOXO1 mRNA #5485t & ik K-F s sF B2 2 Z A 35 (P<0.05).42 P62 mR-
NA #4825 & kKP4 RA R FBAIL(P<0.05), it CagA AA R B A  VacA slml & B & 4838w § 3%
B B H RE, CagAh AA XBR A VacA siml AR R Z FHA AW ERE %, VacA T4k it SIRT1/
FOXOI 254t $ B mmp A s, X2 s M BHEET LR @A AE0aREFPIH,

XER @I EAE; @REFTHXAEA; Thaldi A; BHmh; BE; MAZRKREK

DOI:10. 3969/j. issn. 1673-4130. 2022. 24. 017 hE%ESESR573.1;R735. 2

NEHS:1673-4130(2022)24-3022-06 NHEREMD:A

Relationship between Helicobacter pylori CagA and VacA genotyping
with gastic ulcer and gastric cancer in Aksu area”
GUO Xinwen ,MA Wenying \ZWANG Jun ,Gulimire Aihaiti ,ZHU Guolin ,CHEN Changkai
Department of Gastroenterology s Aksu Prefecture First People’s Hospital s Aksu s Xinjiang 842008 ,China
Abstract : Objective To investigate the relationship between Helicobacter pylori cytotoxin associated gene
A (CagA) and vacuolar cytotoxin A (VacA) genotyping with gastic ulcer and gastric cancer in Aksu area.
Methods A total of 276 patients with gastroscopic examination in this hospital from June 2020 to August
2021 were selected as the research subjects,including 90 cases of gastric ulcer (gastric ulcer group) .86 cases
of gastric cancer (stomach cancer group) and 100 cases of normality(normal control group). The ulcer group
and gastric cancer group were positive for Helicobacter pylori. The primers were designed for PCR amplifica-

tion and genotype determination of Helicobacter pylori CagA and VacA in gastric tissues of each group. The
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odds ratio (OR) and 95% confidence interval (CI) were calculated to evaluate the relationship between Heli-
cobacter pylori CagA,VacA polymorphism with gastic ulcer and gastric cancer. The multivariate logistic re-
gression analysis was used to explore the relationship between the genotype of CagA and VacA polymorphism
loci with gastric cancer,and the X” test was used to analyze the relationship between Helicobacter pylori CagA
and VacA polymorphism with clinicopathological feature in the patients with gastric cancer. The gastric cancer
tissues were extracted for conducting the primary culture,and the expression levels of autophagy related genes
SIRT1,FOXO1 and P62 mRNA after VacA treatment were detected by PCR to explore whether VacA promo-
ting autophagy of gastric cancer cells through SIRT1 and FOXO1 pathways. Results The frequency of CagA
AA genotype in the gastric cancer group was higher than that in the gastic ulcer group and normal control
group,and the frequency of GG genotype was lower than that in the gastic ulcer group and normal control
group,and the differences were statistically significant (P<Z0. 05). The frequency of CagA AA genotype in the
gastric ulcer group was higher than that of the normal control group,and the frequency of the GG genotype
was lower than that of the normal control group,and the differences were statistically significant (P<Z0. 05).
The onset risks of gastric ulcer(OR =10. 40,95%CI ;5. 89—14. 70, P<C0. 05) and gastric cancer (OR =10. 60,
95%CI :4.69—21. 26, P <C0. 05) in the carriers with CagA AA gynotype were increased. The frequency of
sIml genotype of VacA gene in the gastric cancer group was higher than that in the gastic ulcer group and
normal control group (P<C0. 05),and the frequency of s2m2 genotype of VacA gene was lower than that in
the gastic ulcer group and normal control group (P<C0. 05) ;the frequency of sIml genotype of VacA gene in
the gastic ulcer group was higher than that of the normal control group,and the frequency of s2m2 genotype of
VacA gene was lower than that of the normal control group,and the differences were statistically significant
(P <C0. 05) ;the onset risk of gastic ulcer (OR =11.27,95%CI 5. 25—13. 22, P<{0. 05) and gastric cancer
(OR=9.26,95%CI :4.19—15. 66, P < 0. 05) in the carries of VacA sIml were increased. The multivariate
Logistic regression analysis showed that AA genotype of CagA gene and slml genotype of VacA gene were
the risk factors for gastric cancer occurrence (P <C0. 05). There was no statistically significant difference in
CagA and VacA genotyping among the gastric cancer patients with different sexes and ages (P ~>0. 05),but
the proportions of CagA AA genotype and VacAslml genotype in the patients with tumor diameter =>2 cm,
TNM stage [l —IVand high pathological grade were higher than those in the patients with tumor diameter <C
2 cm, TNM stage [ — [l and low pathological grade. The relative expression level of SIRT1 and FOXO1 mR-
NA in VacA group was significantly higher than that in control group (P<C0.05),but the relative expression
level of P62 mRNA in VacA group was significantly lower than that in control group (P < 0. 05).
Conclusion The AA genotype in CagA gene and sIm1 genotype in VacA gene could increase the susceptibility
of gastic ulcer and gastric cancer. The AA genotype in CagA gene and sIml genotype in VacA gene are the
risk factors affecting gastric cancer occurrence. VacA may induce autophagy in gastric cancer cells through the
SIRT1/FOXO1 signaling axis,which could be a self-protective mechanism for the survival of Helicobacter py-
lori in gastric epithelial cells.
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B M EEA L., R CagA RN EEXNEZE
PE BT TSR AT T AT 438 V8 5 W R R ZR E P 7Y, CagA
FLR XA 57 bp XL (55 — H & X 3 FR X 48) Ml
102 bp X1 (Western BI85 — & & X 4 ; WSR X 1)
PP A B A XA . R RRAY FR X 5 78
7T REA AR 57 bp X .{H 162 bp I EE X B
[, ARFEAIE CagA(CagA AA)LER W F % E i
i, I H 5 76 7 5 (CagA GG) AH M 7 #1038,
VacA J&—Fi 5 1A 1) 882 FT T8 8 A8 FAH DG 900 & A L &
JRE VIR E R TR . HETZ MR Va-
cA TiETH LA AE B, AW AR
R BE RS Y B IR T R R AE 2 K 2 A S R A
I 81 UL JEE A 9 C |9 W A4 o B A I R A v R
HCE E WAL ST R D) RE SR A A 5T R A A f  (H
A SEMET Y, BRI R VacA
P NSl B U e A N N (B RS R R s
AR R G AR DL RS Al i A e 1 B Sy AL O
AU . A WF 5T LR I BT 5 O b DX R TSR AT B Ca-
gA . VacA BN 738 5 B 5t M BRI C R, BT 5
I b X8 15t 97 S B R 0 B G B AR
1 BREFE
1.1 — %R %#8 2020 4E 6 J & 2021 4F 8 JI4F
Az B KA R 276 BB EE NIRRT R, 7E
W R B 4 R s 1), DA AR R 8 A AR o AR
MEAEL, AR FE P E B 90 Bl (B Bz 4D .
B 86 fl (B4 B 414UIEH 100 ) CE % Xt 1]
4. B EEEREENARME. (DS E 55
R 12 Wi bR v 5 (2) 9 B2 W i I R 5 5t 95 B0 O
(3) 1 TS FF TR BH PR . HEBR AR . (D IR RS B 78
# 5 (2) BT R W s A T SRR B 5 (3) 7 Ho At 314 b i
Jib JR8 B 5 (4) 2200 RO IMLAS R R

ARG N T WFT 1 T 1R FT 1 B9 CagA . VacA FEA
SRV S Bt M BRI OCR B RE T ITA R L
PR bR A . AW LA B B 2= R B 22 5y S b ife L T
A EBFRFIB S E MG R E.
1.2 ik
1.2.1 FRAMRERMHCHEEBHIIE A RA
E—20 CTFABMRHEEEMRL, AR AR EN
BB UK . WO A B ST 35 4 % 1k ) L B A S
TR 2T WA O A — TR,
1.2.2 A BHL W TIRFF R CagA. VacA FHEHH
DNA $EEAIE R 43 R E Ah 28 4 3 B8 24 A 56 o0
K, R SDS-PK ik M Wi 4 /) B 41 20 b 42 1R
DNA, ¥ H H A F 3 i IF &R B IFETE 20 pl 1Y
10%SDS.80 pL % K 2% #h i (0. 5 mol/L. EDTA
A1 4 mol/L NaCl,pH 7.5) .40 pL % FH K(10 mg/
mL) W I HE KB I E 380 pL KR & WHE 55 C
FHEE B, A 100 pL B9 6 mol/L NaCl, 8% 5 LA

14 000 r/min #5.0> 5 min, ¥ 35 WK 7 & 2088 .
9T ULHE DNAL A 500 pl oK 5 R B, 0 1R &
FF7E 9 000 r/min F &L 5 min, DNA JLIEM 70% 2
FE VR IR T . K B0k BT B IR A 50 pL B9 TE ZZ
W (10 mmol/L Tris #1 1 mmol/L. EDTA ,pH 8. 0) 1,
FESME AR AE —20 CEHBM M, S itir
PCR LUK [ 1IRAT B . HARSI 9 CagA: 1E ] 5'-TC-
GAGGGCGCGTAGCTAGCTAGCTGATCGATCGACGT
CGTAGCC-3", & il 5-TGGGTCGAGCTAGCTAGC
GATCGTAGCTAGCTAGCTAGTCGCTC -3'; VacA: iF
i 5 -TGGGTCGTAGCTAGCTAGCTAGCTGATCGA
TCGATCGTCGTCA-3", JZ 1] 5'-TGGGCTGATCGAT
CGGCGGCGTAGCTAGCTGATCGATGCTAC-3',
XFF PCR Y1 1~2 pg DNA FEM TS INE A 20
pmol 1F [a] MK [/ 5] %7.1. 5 mmol/L MgCl,,1.5 U
PCRIEGWHH Taq R G HF(HA Takara A H]) (2.5
pL PCR ZZ P& A1 200 pmol/L ANTP ) & Wik &,
MARRCA 25 pl, FELULF &M F 4T PCR ¥ 3.
95 CHILGR AT 3 min, R J5 95 °C 30 s 28k 30 I 1F
LBk 30 5,72 CTERA 30 sl G1E 72 CTFTERE S
min(Bio Rad Thermocycler), PCR 5 W F=#¥71E 1.
5% IR BEEERE - FH 2 000 bp DNA # ( H A Takara)
HATH YK, Al Wik ZosE g B W B, SR
Quantity One # 4 (Bio-Rad, USA) 23 #r, i F 42
16S rRNA Fl ureA 3[R 9 55 53 P 51 4 4 I i |1 R AT
F R, CagA Fl VacA K 43 B 23 i3 PCR i H
BATAS H A5 A T AT B BHAPERR S A
1.2.3 VacA %} SIRT1.FOXO1.P62 mRNA %k
FIRZm WA TTIRFF R AE 37 COMT AN IR A &R
10 Y6 Ji& 4 37 9 i 0o 12 W 35 R 55 160 1/ min k355 35
I 40 Yot VR IR B 35 3 L5 W i vE B L T
VE AR R E A TR aE AT IF R AT VacA ¥ 51
0 1gG briktEaifb, 7 pH 2. 0 R 1L F-12/
ME 8532397 F 37 CHEE 30 min TG VacA,
B A SR HUF AR AR, B T & VacA 19 RP-
MI1640 K533, 78 37 “C 5% CO, M5 1F T H3%.
WFE 2 30, VacA ., HRE VacA K353k
BE 5 00 9 A SR AR AN A S X RR AL . AN 28 e Ak
ME/NORE L 6 fLAR T B IR, BALIMA 1 mL
Trizol 2L fif Wi » 4% M 2 RNA 4% Bk 71 & (DP419,
TIANGEN) #£17 RNA #2 ., H#r5[4# SIRTL:E
] 5'-GACTTCAGGTCAAGGGAT-3", [ I 5'-CCC
GCAACCTGTTCCAGCGTGTCTA-3'; FOXO1: iF [
5'-GTCAGGCTGAGGGTTAGT-3", Jx ] 5'-ACTA-
AAAGGGAGTTGGTGAAAGACA-3' ;P62 1F 1] 5'-
CTGGGCATTGAAGTTGATAT-3', Jx ] 5-ATT
CTGGCATCTGTAGGGACTGGAG -3', %} T PCR ¥~
K 1~2 pg DNA FESE MBS A 20 pmol 1F [0 Fil
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K519 .1. 5 mmol/L MgCl,.1. 5 UPCR & ¥
By Taq A (H A Takara A7) .2.5 pl. PCR 28 i
WA 200 pmol/L ANTP [ 2 b 1k & . BRFUR 25
pl., TELLF &4 F #6417 PCR 714 .95 C ¥ 725 3
min, #RJ5 95 °C 30 s 48P 30 MEH LB k 30 5,72 °C
RAH 30 s dwJafE 72 'C F R A 5 min(Bio Rad Ther-
mocycler) , 4387 VacA 2 A1 X I8 4 5 9 2 21 A AR 4
Mir SIRT1.FOXO1.P62 mRNA fyEkZEF,

1.3 Sitsfabs (i SPSS23. 0 %k 9k 47 K Ak
B, OTECER LI E R R R R X K
5553 3 T F 8 HAE e COR) A 95 %6 B AR X [H] (C 1D Sk 3
i B4 T JHEFT B CagA . VacA 2515 8 8z . B
KW ;s R Z N & Logistic [0 70 1 22 25 1 437 25 Y
REAMES BN LR RESS AT R «+
s R, AL ECR A ¢ i, DL P<<0.05 H2ESR

gt L
2 % R

2.1 %4l CagA SEHA LE  Fi4l CagA AA ¥
PR RS e 8 1 1 B0 AL OE 6 IR Cag A GG SE
RUBG AR T 5 4L IR O IR, 25 R Gl E
B (P<C0.05); [ B4 CagA AA P B % i
TEH IR, CagA GG 3 [ R0 451 3 A% T 1F % xT 8
Y1, LB PR AU 3 o A3 LA 25 T A B E R (P <<
0.001), W2 1. CagA AA [ B #4 # § 5t 55
(OR=10.40,95%CI ;5. 89~14. 70, P<C0. 05) . '§ J&
(OR=10.60,95%CI :4. 69~21. 26, P<C0.05) i &

R ALTCRAIE T 1 B 41 LI W O IR AL, 2 R A ST
2 L (P<C0.05); BZmA VacA sIml F K B R
BT IER SRR ZE , VacA s2m2 Kt K B %A% T 1F H %)
A 2R WHE SIS E L (P<0.05), W#E2, Va-
cA slml FHAIHEW H B 5% (OR=11.27.95%CI :
5.25~13.22,P<C0.05) , H ¥ (OR=9.26,95%CI :
4.19~15. 66, P<C0. 05) i & 5 XU 384 n
2.3 CagA.VacA K785 B 9w & 4 KB 1 Lo-
gistic R4 Z &R Logistic [FIH 43 #Hr i 7R : Ca-
gA AA FEFRAL VacA sIml FFH#JE 3w & 4 5 f&
Ko Rl 2% (P <<0. 05), L3 3,
2.4 CagA.VacA FH 5 #1589 I PR B AR AE 19
F R MFE 4 0] WL, CagA. VacA H: [ 4y B AR 6] v
AR R D 2R R E L (P>>0.05),
1B g J K AR =2 em TNM 4330 111~ IV 35 . % B 2% 51
EUN B E R CagA AA FEH VacA slml KA A
Fb A5 43 S0 v T IR e K AR <<2 em VTNM 238 T ~ 11
A 9 BRI S 1) 8 & (P <<0. 05)

xr2 £H VacA EERREER2(%)]

28 51 n slml slm2 s2m2
IE X B2 100 20(20.0) 12(12.0) 68(68.0)
Biutma 90 35(38.9) 22(24.3) 43(47. 8)
ERE 86 60(69. 8) 10(11. 6) 16(18. 6)
x* 169. 963

P <<0. 001

GLALZ PR %3 CaghVacA BEHB5BHE &R
*x1 £H CagABERABEE[n(%)] Logistic B34 #
H15) " AA AG e B st 8 SE  WaldX* P OR(95%CD
IERXTHA 100 25(25.0) 15150 60(60.0) CagA AA 0.820  0.298  19.658 <20.001 2 39(1.18~3.89)
W Bt 4l 90 32035, 6) 281D 30(33.9) CagA AG 0.631 0435 1998  0.697 1.89(0.80~4.42)
A AL 86 98675 8C9.9) 200282 CagA GG 0.725  0.382  L.265  0.647 2.06(0.98~4.37)
X 142. 369 VacA slml 1358 0.516  16.665 <<0.001 2.56(1.48~7.54)
P =0.001 VacA slm2 0.741 0461  1.202  0.489 2.10(0.85~5.18)
VacA s2m2 0.604  0.459 1269  0.369 1.83(0.74~4.50)
2.2 £ VacA FEHFA L B4 VacA slml 3
RIRUSR 3 1 H s 41 1E % X IR 4, VacA s2m2 3
x4 CagAVacA BEE S B EBEIGRFBEFMENXERL2(X)]
CagA FH:[H 4374 VacA 5[5 437l
1 P B . ‘
AA AG+GG X*/P slml slm2+s2m2 X*/P
5 1.387/0. 256 0.256/0. 365
5 44 30(68. 2) 14(31. 8 30(68. 1) 14(31. 9
4 42 28(66.7) 14(33.3) 30(71. 4) 12(28. 6
AR 1.854/0. 635 1.021/0. 219
<50 % 39 26(66.7) 13(33.3) 28(71.8) 11(28. 2)
=50 % 47 32(68.0) 15(32.0) 32(68.0) 15(32.0)
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gx4 CagA\VacA ERD B EBREIERFIBHFENXLRL2(X0)]
CagA FEH 4374 VacA 5 [H 5351
i A 975 B4 5 n
AA AG+GG X*/P slml slm2+s2m2 X*/P
Jiged fie K A% 36.325/<C0. 001 15.659/<C0. 001
<2 cm 38 18(47.3) 20(52.7) 18(47.3) 20(52.7)
=2 cm 48 10(83.3) 8(16.7) 42(87.5) 6(12.5)
TNM 4+ 25.654/<C0. 001 35.654/<0. 001
I~ 38 16(42. 1) 22(57.9) 20(52. 6) 18(47. &)
M~ 48 42(87.5) 6(12.5) 40(83.3) 8(16.7)
ik LR ) 19. 548/<C0. 001 26.654/<C0. 001
ik 36 14(38.9) 22(61. 1) 1644, 4) 20(55. 6)
[ 50 44(88.0) 6(12.0) 44(88.0) 6(16.0)

2.5 VacA % SIRT1.FOXO1.,P62 mRNA )ik
2 RIS R B R, VacA 4 SIRT1.FOXO1 mR-
NA 4 AH X 22 35 7K S 55 % B 4] 8 3% FF =5 (P <<0. 05),
fH P62 mRNA 9 AH X & 35 /K F 0 B 41 1 3% B AIG
(P<<0.05),0L5% 5,
x5 VacA %f SIRT1,FOXO1.P62 mRNA Rik
HI SR (£ 5)

20 5 SIRT1 mRNA  FOXOIl mRNA P62 mRNA
Xf B2 0.20£0.01 0.48+0.02 0.7140.03
VacA 4 0.8140.02 0.9240. 04 0.2840.02
t 47. 250 17.041 20. 657
P <<0. 001 <<0. 001 <<0. 001
3 it ®

A TR TR R AT TRAT IR 2 2 R E AR
HoHE A BRI ORR AT R, R A G T R
FFI VacA fil CagA # RN Z S MM R KL,
{02 B e T 3 = B v o5t DX B 1] IRAT B VacA Al
CagA & KBS (19 A AR BAR . ZE AR 5T h i
TEBEMEEEE B HLATH CagA.VacA 3
FIE it

HA T TSR FF P CagA B SR, 5 8RB bt
MBI R REVIAG, WA TIEATF R CagA AA FH
PER MR B R A H R A E b o B E &K ENE
R AE . TEARMSE T, B4 CagA AA HH AL
RETBHBOZA LW X Y, CagA GG H [H B 5 R
MFEBHA IEHE B, ZRFHUAGEIT¥EX
(P<C0.05); H Bty 40 CagA AA JEH BB R & T 1F
HOXIRAL, CagA GG e K RS0 A% T 15 3 X JR 41, 22
S G E L (P<<0.05) ;CagA AA K& PR R %
BEX I E Bz L B R S B (OR =10. 40,10, 60) , A&
F 5T 25 5 /R BT 52 R Mo X B P CagA GG R ALY
BRI, BT TIRFF B CagA AA FERIRITE [ Y
WATRE A 93, 2%, PEkaE IR E B E R Ca-
gA AA LR E 5 B R AR L s EDE Y CagA

AN PR RO SR ik 96, 2261 B 5290 1Y
[ T BEFT B Rk R CagA AA AL, FHiE CagA
AA SR AL BH M RN 80%0, T 48 il CagA AA
FEBE MR 63% . A5 [ Bt & B, CagA
AN BRI RLE B A AR FE I R R (P <<0. 05).,
VacA KA {35845 748 5 5 W T TSR AT T 9 5 0 R
BEBHE, AR D, EEEIAT VacA HH
B9 sIml.s1m2.s2m2 W&, i R AG I H VacA FEH 1)
sIb Fl slcE AL, AHIF 5T 25 53 0 7R . Bl 5 5 b X 1)
BRFF B VacA £ 5 P B 43 A A 2% 55 1l 4 7 4%
AR A 2 . WAT R OFFE B L slm1 . s1m2, s2m2
J R AR 2 P [ R R Y VacA R AL M VacA sla
M VacA ml JZEIEE R F 5 VacA LR RNY , 755
— I ST R TE WS VacA FHE (4 e 1] B2 AT TR JER L AR
FHRKIE] s1b W, M7 67 X% M ANBERF ZI T
sIml WA ) B AR BIF 5%t WL 28 51 B 41 VacA
slml FEPR RIS & F B Btz 41 . 1E % X 4L, VacA
s2m2 B K RUFCRAR T 15 Bt 41 L IE 5 X IR, 22 R 3y
A2 L (P<<0.05); BHZ YA VacA slml [
AT R &= T IE 3 X 4, VacA s2m2 Fe R BT RAK T
TEH N RRAL, 22 S 390 S it 5 7 L (P <<0. 05) ., Sahi
FYAF ST B T B 3H s A TH AR R P VacA
slml 5 P AU A5 R 5 59. 6%, 76 BN EE A BF f VacA
sIml FE DAt 2 4 e RN VacA sIml 3 A
A5 RS Ik A OGO 5 R 1Y I R 4 SR AR
K AEXE CagA L VacA KPR B 536 40 43 87 vh L AS i
GER I IR KA =2 em  TNM 40301 1T~ IV 41 .9
TG 5 7 O B H Y CagA AA FEH AL VacA slml
FHE PR R LY 51 43 551 R T TR B K AR <<2 em . TNM 43 4
T~ 1139 s BRI G0 i) f8 3 (P <<0. 05) . IIk4h,
IR FEARILHIX VacA sIml FEFAK E R B BT
ZRRAT IR A AR IR, WA VacA slml JE K ARG |4 ]
EFT TR bR 5 0 Y 3 ) RE 7 A i B L K A A
WA RN AR 45 TR IS 0 ] AR
VacA ¥ 35385 75 09 41 i b, SIRT1. FOXO1 mRNA
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AR X 2 38 K P i 2 FH i {2 P62 mRNA 148 X %
IEAKF AR, 3R VacA A @ ot % & SIRT1/
FOXOT {5 5 i 5 25 5 8 2012 A W Mg 1 40 ffg 54
B, AWFFE R SIRTL o LY FOXO1 45 & IFff
i 2 B3 . T B FOXO1 36 1k f A% 5 47 . 78 45 72 18 &
T, 38R FOXOL 8 s 36 PR vl DU #F [ 1. FOXOL1
B 2 Bk Ak 3R AT DL 3F FOXO1 5 A MM EHE T 7
(ATGT) Z I8 A B AR FH 5 [) B 34 5 2 R0 1A B Wi 7 4
(BNIP3) [ # ik

i F ATk, CagA AA FERTS R  VacA sIml &
DR 760 0 % e 38 0 W 9 L B i S B PE . CagA AA
FH | VacA slml EFEHM EHWE LMWK EE,
VacA GEM N SIRT1 F1 FOXO1 mRNA £ 2 ik {H 1)
il P62 mRNA [k, #&/8 VacA 7] figid i SIRT1/
FOXO1 15 % /5 = 5 0 4 i [ me, 2w ] 38T 7 78
B LR A AT B A RIS . XA AR A
WK R BT 8 s 0 & A R e B AR T i BB, [R] B

LA T LS RS o ) e A
It
sE 3
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