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@ 4R (HBsAg) Ak R-F oo F IR AL LA o F4x &% TR K% &7 A B 4 (HBV-pgRNA) (HBV-
RNA#W* 4, AF KEZR 201852 A £ 2021 £ 12 A#R#i5 8 36 3% Peg-IFNa-2b 657 6 N A #
CHB & % i ;4 A3 4 k% HBsAg M X A &4 0 o 75 HBsAg K-F; B A 84 X R B (PCR) & 6384
e fo 7 HBV-DNA, HBV-pgRNA,HBV-RNA 7K ;4% Jl Pearson #8 % 7 5 # HBV-pgRNA, HBV-RNA
5 HBsAg z megtakte, R L4k, 855 6 CHB & 4% & iF HBsAg. HBV-DNA & 4 o 2 %1%,
HBV-pgRNA ,HBV-RNA L8 2 Ak, £ F A 4o it 5 & L (P<0. 05); % 77 7 277 HBV-pgRNA,HBV-RNA
¥ 5 HBsAg 2R F 8 EA X (r=0.751.0. 702,39 P<C0.05) ;% 57 /& o7& HBV-pgRNA,HBV-RNA 5 HB-
sAg 4 2 EAH % (r=0.420,0.625,3 P<<0.05)., 5748, 57 /& HBV-pgRNA ,HBV-RNA 5 HBsAg
AR RAHH P R EAK, G Peg-IFNo-2b TH74) CHB & % £ & HBV-HBsAg. B HBV-pgRNA ,HBV-
RNA 5 HBV-HBsAg &k K-F 2 E48 %,
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Abstract: Objective To observe the effect of pegylated interferon a-2b (Peg-IFN o-2b) on the expression
of serum HBsAg in patients with chronic hepatitis B (CHB), and explore its relationship with new serum
markers hepatitis B virus (HBV-pgRNA) , HBV-RNA. Methods Thirty six patients initially diagnosed in An-
ning first people’s hospital from February 2018 to December 2021 received Peg-IFNa-2b serum of CHB pa-
tients treated for 6 months. The content of serum HBsAg was detected by chemiluminescence hepatitis B virus
surface antigen (HBsAg) assay kit. The contents of HBV-DNA, HBV-pgRNA and HBV-RNA in serum were
detected by PCR fluorescence probe. Pearson correlation was used to analyze the correlation between HBV-
pgRNA,HBV-RNA and HBsAg. Results Compared with before treatment, the serum HBsAg, HBV-DNA,
HBV-pgRNA,HBV-RNA were all significantly decreased in CHB patients after treatment,the difference was
statistically significant (P <C0. 05). Before treatment, serum HBV-pgRNA, HBV-RNA were all significantly
positively correlated with HBsAg (r=0. 751,0. 702, P<C0. 05). After treatment, serum HBV-pgRNA, HBV-
RNA were also positively correlated with HBsAg (r =0. 420,0. 625, P<(0. 05). Compared with before treat-
ment,the correlation coefficients of HBV-pgRNA, HBV-RNA and HBsAg significantly decreased after treat-
ment. Conclusion Peg-IFNa-2b could inhibit serum HBV-HBsAg in patients with CHB,and the expression of
HBV-pgRNA,HBV-RNA were positively correlated with HBV-HBsAg.
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FBAPFFE AR Z AR B R Z B A gk
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a1 5 92 24 L ) e RO HE A B TR YRR L B R T
P 2P PR A9 7 A O 4 T 3 R AR 53 I g 1 2 R
PRBEEASEHRNTERNT HBV 6 SR Et
Yy ad B M 2 45 G 2 18 1 TN 0w 1 A X VR .
B, R o7 o 5 HBV AT % 41 RNA
(pgRNA) FIAZ L FURE 1Y 5 fige . & W38t A% 8 i 240 T &
AR DNA (cceDNA) L #ill il HBV %% 5% 3198 /> HBsAg
kA R s W, T A R
RO TS T E AT TP R 02 i 2 v
FER iRy 1S, B AT LR R
fETHE,

HBV-pgRNA ,HBV-RNA 1 i B i 6] 357 & 3
MR BFMIEREY . HERC ZETIHREZ
R XRMATEREL. AR BERTR L B
T & a2b(Peg-IFNa-2b) ¥ CHB i # Il 75 br 5 9
peRNA . HBV-RNA Z K&,

1 BEMERHE

1.1 — %R EHEARE 2018 4F 2 A & 2021 4F 12
H#w iz i) 36 il CHB 4. Hd % 21 i, %« 15
B, SE AR (38, 53413, 21) %, WF9E % HBV K&y
i B A, HBsAg #4924 PH %, B 2T % (TBIL) (26. 78+
3. 42) pmol /L i P B 2 ¥ ( ALP) (159. 78420, 14) TU/
L &R & S BB (ALT) (48. 9546, 02) U/L, K17
KB MRAFEH MG (AST) (41, 84+4. 89 U/L ¥ 7E T ¥
. A B &Y% Peg IFNa-2b 2 F 1 4 [ Gl
<50 kg(135 pg), =50 kg(180 pg) JH A 1 K, i%
SERIT 6 A H . IRITHIE - B EE AT S AN R KR i
5 mL,3 000 r/min .L> 5 min, B . —80 C Ik4H
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(2010 4FRRO )2 bR o 5 (2) 45 56 3 Y S i 4 L
55 1R PR E L HUR AR T RE A . HEBR bR UE: (DA

¥4 Peg-IFNa-2b JRITFRAF # 5 (2) 4 4% H 58  101 Py
A AR RS PO LA R A5 T A ™ AR E
B G PR ™ E R YL |0 ) R 0 |1 B E 1 il
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ABE ST ARAT T A B R E A0 R O %
BN R B AR B B2 DL s iE At
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S20174006) W A J& I 1455 A= ¥ A F] s HBV-DNA 4 H
PG4 KPR A B2 7 s HBV-DNA 8% 8 5 5 46 3
R &M B % RIZW s A1 RNA B H2l A6 0 &
SR SRR A & A 12 = KA A TRIzol W H 36
Invitrogen 2y #) ; ABI 7300 %52 it 2% 5% & & PCR
KA A 55 E Thermo Fisher 28 &) 056 A 5149
WA R ZE 46 B B A F .
1.3 f8FRA I 7
1.3.1 HBsAg k&l e —80 “CykF - A7 1 1ML 7
WA 5. . FR M HBsAg M52 357 & Ul W
BOR AT ERAE K LT P HBsAg /K. Rl R .
0.05~250 TU/mL;#5 @8 i &l B, T il HBsAg i
FRWRRE R 500 5% 1 000 {5 FEHEAT R ,
1.3.2 HBV-DNA &l  HH —80 °C K4 1% 471
Mg . 2=, 7M. 8 HBV-DNA & & il
KA &I HBV-DNA /K,
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MM K E E 2, fr . # i EE RNA J2ERZifk
R & PR I W RNA, I DNase [ W4k, i %R
S5 9. Tagman # £ 1) qPCR 32 56 4 ] HBV-
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TGT TGT TAG AC-BHQI1-3', fdi[H] 30 uL 1) qPCR
AR Z RN 5K 95 °C R A8 5 min, SRS TE 95
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FRI 7S e BRI e 4 o L B S U R R R R RO
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Mg - WA = w0, . HBV-RNA & &t I
I & (PCR-%¢ )6 44 #1 35 ) 4 W 1fi 75 o HBV-RNA
K-
1.4 Git2e b # A S5 b iy Kod 4 o 48 A
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AR &Y HBV-pgRNA,HBV-RNA 5 HBsAg (14
KERE rolr | =0.70 RoRBAHLE, XRIEH B 5
0.4~<C0.7 RN, KR EH ;0. 2~<<0. 4 IR
ToAH M, LR —, DL P<<0.05 H2ZRA5
2 & ES

2.1 Peg-IFNa-2b G J7 i J5 & &% HBsAg. HBV-
DNA ¥ 3RIkKF  BH i Peg TFNa-2b 697 6 1>
HJG W im s HBsAg. HBV-DNA (1) % ik K F 5897
AT A5 R W E 1. 5IRITRIHH L 3697 5 HBsAg.
HBV-DNA B3Rk KB BEAR, 2 5 A 5 it 5% 2 X
(P<C0.05),

x®1 £#EMiE HBsAg,HBV-DNA IR IKKFE (z£5)

il HBsAg(Lglo IU/mL)  HBV-DNA(Lgl0 IU/mL)
VRIT T 3.76+0. 44 6.784+0.71

BIT R 1.4440. 27 2.560.37

t 13.482 15. 813

P <<0. 001 <<0. 001

FS5RITHET R, T P<<0. 05,

2.2  PegIFNo-2b ¥ & & Il 3% 5 & ¥ HBV-
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5IRITHIAE L3RI R A T HBV-pgRNA  HBV-

RNA R IBE K EHEMR, ZRAS% %2 X (P<

0.05),
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HBV-pgRNA HBV-RNA
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P <<0. 001 <<0. 001

e 5IRITAT I, T P<<0.05,
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ZI AR R E 25 R WE 1 TR IR YT R 0L
HBV-pgRNA,HBV-RNA /K F 5 HBsAg /K # &
EAMSEG-=0.751,0.702,P ¥<C0.05), WK 1A .B;
HI7 5 B ILTE HBV-pgRNA, HBV-RNA /K 5
HBsAg 7Kt 5 1F A & (- = 0. 420,0. 625, P # <<
0.05), Peg-IFNa-2b i/ J7 J5,» HBV-pgRNA | HBV-
RNA 5 HBsAg M4 ¢ R 503 B B 1 BEAIC .
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7 : A N Peg-IFNa-2b I8 7 il HBV-pgRNA 5 HBsAg FIHI &t ;B B Peg-IFNo-2b JAJ7 il HBV-RNA 5 HBsAg B &1 ;C B Peg-TFNa-2b
JB¥7 )5 HBV-pgRNA 5 HBsAg [WAH X4 ;D 24 Peg-IFNa-2b JA¥7 J§ HBV-RNA 5 HBsAg %40 X1k,
1 Peg-TFNo-2b i& 77 BT /& HBV-pgRNA(HBV-RNA 5§ HBsAg K18 X 4 5 #7

3 9 i

HBV i # 52 il J& 31 52 2% FL A8 20T 40 M v 4
R R R Y, BT, &/ 2 T RE TR
AR HBV e 1 b5 28 9 AL 46 13 9 pgRNA
HBV-RNA., HBV Z44 3 ] , g 5 UKL o 24 6 I8 1R
LA 52 2 K (NTCP) (B R & B P R & 1 £ b
(HSPG) Z AR R A A M ; S8 )5, & R H bt i )5  HBV
B PR 2H HE A A% LB cccDNA L VE 55 b 48 5 5 75
RNA #5590 78 RNA 55354 h  pgRNA i B4
it (1 306 B ik T O P E — 25 RO Sk BB I b st LR
DNA (reDNA) 5 41, 88 J5 4% .0 F90RE 55 40 i 158 v 1
HBsAg #H HAEF , 2 0 75 J0RL 024, DA JH 200 i v
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bR, HAE b B AR SR B DNA A R A

M - 2 5595 B 2B A JE TR R T gL O W BEAE CHB 19
RARHLE R & VR Y. PR RS pgRNA & — Rk
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AT R e 0T 12 WL B AR AR 0. WANG
AU SE L 1L VE HBV-RNA 7K - 5 JF I /9 31 8 #: 48
i FIEF 2 Ak 1 21 U0 B 24 PF A oG .l I HBV-
RNA /KF e 7N HBV-RNA 8, 14
e F A 3 AR 2 WiAn &9, 3 HBV-RNA /K
SEAT T R 0 X435 R R R T 2 400 B A A
LIU 297 4338, 7218 1 HBV BGL i [ 4K o F b, o
i HBV-RNA /K2 & A 24k, 17 HBV-RNA 7]
B T 0 1 TR0 9% 5B 8 0 R R O AR AR AR
pgRNA HBV-RNA it 0] G /7 76 F -9 40 i v . 51 i
i JgE 21 20 Hp (1 o B A DY . AR FAE & B, pgRNA
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HBV-RNA 7& Peg-1FNo-2b JAJ7 5 9 CHB H # 1L 3%
HK S 2 K. 35 B Peg-IFNe-2b AT 48 CHB Il 7%
pgRNA . HBV-RNA ik,

HBYV 5 5 (1) & K 8 5 ¢ 95 #F ' A1 TF N 3697 1
B, HBeAg FHME B X IFNa 3697 BN 24 %K, B
FER ST C RERA A JER RS F DR, T4
R S 5 A 9% A0 T B R E 40 IR T Y Rk LA
ST Z RS (ISG) = 2 T E(E 5\
% Gt Z PR 1 R M EH T HBY & F
ST B Y ARl AR L T K HE G % R YT RN B 7 Y
WEEH. A, TR T  HBV-pgRNA Fil
A% 0 OB 1 5 A% o 1800 1 X cce DN 4 26 WL 338 1% 16 i
K HBV ¥ 591 08 4> 9% 5 5 40 HBsAg )%
KU TR RT3 S I A A L
A . BHIRITIG - HBsAg BAR 2 T Mt 3.
T ZEIRIT . HBsAg T FRE 55 1 X T 5 9% 25 2%
it CHB & B H TR iR9T . 12 HBsAg T REZ1E
0 (R A R R S SO AR T R L SRR I G LR
PH AN, PR S R BUE ST T IR AU A,
HAT 70 % LA bl & TR RRIF & IR I MRIRYT . vl Be
5 KREIET 3 THRRBITHR AL, BLh
TAREIBITEAR 20 % A K& IR & H R &
G HIUAE I PR ¥ A A B AL

28 b ik, Peg-1FNe-2b B 7% Bk CHB M & Il
% HBsAg M E K 1. ix 5 H 3 # HBV-pgRNA .
HBV-RNA 35K R %A, N Peg-TFNo-2b
T CHB MG Y7 S AL 388 3 HF .
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