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LncRNA CCAT2 #1 miR-200a-3p fE 5 HiE £E 15
FHRIZEKERIERENX

Sk E RS AR P AR’
LA EHB TG ERALA, T HAHE 226000;2. HB R FHEBEERABRES T, Hdid 226000

i E.BR #nlKk43E%HD(LocRNA D Z BB AKX F 4 2(CCAT2) F= 4% > RNA-200a-3p (miR-
200a-3p) £ T H B (CO) B F o iF P oy F X RF L K T H MBS B ML, ik k4 102 4 CC & & .100 ¥4
BATRB AW FARA, RAENERLEE R XA B (RT-qPCR) 8 7 45 3 4 n R AW CC &4 &
st fe i LncRNA CCAT2 ., miR-200a-3p ¥ £ A KT, A L 5 W6 RmEAFILe) £ 2, KA Pearson %34
# LncRNA CCAT2.miR-200a-3p /£ CC P Rk K -F oA X, KA Kaplan-Meier £ & W & 5 #7 LncRNA
CCAT2.miR-200a-3p & R &k KF 3 CC & F £ G697 m; & A Kaplan-Meier %= Cox o] M= )3 A2 A 5
FMH#TEREZ. SHE>HM B CCEZARZNBRINGRZ, &8 RAME CC EBHXhF T LncRNA
CCAT2.miR-200a-3p #y A8 F & ik KT 55 A 1. 757(1.023~2.314),1. 957(1. 125~3. 471) , f & *F FR 48 fn 3
F CCAT2.miR-200a-3p #483F & £ K F 5 %] A 0.766(0. 531~1.032),0. 965(0. 667~1.495), # & b4 £ 3%
HHFFEL(H P<<0.001), CCAT2 tyaxt kLK -FL5 CC EHFMBRXZ, BT > #HKESL2FIGO) 4
B ORE LR THA SR E R m AR (SCC-Ag) A % (3 P<0.05), M miR-200a-3p #ast kLK F 5 & F
FIGO 28  #h B4 2 T #4 SCC-Ag A % (P 35<C0.05), RA M CC ## fiF CCAT2 5 miR-200a-3p 48 4F
FIAKFZEHMEX(P=0.035,r"=0.044), CCAT2 HRAKFHCCEBHAHFFW BT CCAT2 1K Kk K
FmCCEBHEEHFR, 2F A% FEL(P=0.0012), miR-200a-3p & K&K F2 CC &4 4 A %5 miR-
200a-3p KA XK FACCELAARAREZFALTFEL(P=0.259)., LR EZH-HET. HELHER (P
0.001)f2 CCAT2(P=0.00) 5 2 A B H(ODMMX, R AL E T, HRELEHMH (HR=5.568,95%CI :
2.284~13.573,P<C0.001) # LncRNA CCAT2 & &k (HR=3.571,95%CI:1.174~10. 863, P =0. 025) &
50SHEAMRIRNER %, 418 LncRNA CCAT2.miR-200a-3p 2 CC 2 ZF hFPHEH &, 5 CCHEAE
ERH—RABEER TR CC EHRHENFFEFI B EhizED .
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The expression and clinical significance of LncRNA CCATZ and miR-200a-3p
in serum of patients with cervical cancer”
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Abstract: Objective ~ To detect the expression levels of LncRNA colon cancer related transcript 2
(CCAT2) and microRNA-200a-3p (miR-200a-3p) in the serum of patients with cervical cancer and to explore
their auxiliary diagnostic value. Methods Serum samples from 102 patients with primary cervical cancer and
100 healthy controls were collected. The expression levels of serum LncRNA CCAT2 and miR-200a-3p in pa-
tients with primary cervical cancer and healthy controls were detected by real-time fluorescence quantitative
PCR (RT-gqPCR). Pearson test was used to analyze the correlation between the expression of LncRNA CCAT2
and miR-200a-3p in cervical cancer. Kaplan Meier survival curve was used to analyze the effects of different ex-
pression levels of LncRNA CCAT2 and miR-200a-3p on the survival of cervical cancer patients;Kaplan-Meier

method and Cox proportional hazards regression model were used to analyze the independent risk factors af-
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The relative expressions of LncRNA CCAT2 and miR-
200a-3p in serum of patients with primary cervical cancer were 1. 757 (1. 023,2. 314) and 1. 957 (1. 125,

fecting the survival of cervical cancer patients. Results

3.471) ,respectively. The relative expressions of LncRNA CCAT2 and miR-200a-3p in serum of healthy con-
trol group were 0. 766 (0.531,1.032) and 0. 965 (0. 667,1.495) ,respectively. There was significant difference
between the two groups (all P<C0. 001). The relative expression of LncRNA CCAT2 was related to tumor
size, FIGO stage,lymph node metastasis and Squamous Cell Carcinoma Antigen (SCC Ag) (all P<C0. 05),
while the relative expression of miR-200a-3p was related to FIGO stage,lymph node metastasis and SCC Ag
(all P<C0.05). There was a positive correlation between the relative expression of serum LncRNA CCAT2
and miR-200a-3p in patients with primary CC (P =0.035,7>=0. 044). The survival rate of CC patients in Ln-
cRNA CCAT?2 high expression group was significantly lower than that in LncRNA CCAT2 low expression
group (P=0.001 2). There was no significant difference between the survival rate of cervical cancer patients
in miR-200a-3p high expression group and that in miR-200a-3p low expression group (P =0. 259). Univariate
analysis showed that lymph node metastasis (P<Z0. 001) and LncRNA CCAT2 (P =0.001) were were associ-
ated with overall survival (OS). Multivariate analysis showed that lymph node metastasis (HR =5.568,95%
CI:2.284—13.573, P<C0. 001) and high expression of LncRNA CCAT2 (HR=3.571,95%CI:1.174—
10. 863, P =0.025) were independent risk factors associated with OS. Conclusion LncRNA CCAT2 and miR-
200a-3p are significantly increased in the serum of patients with cervical cancer, which are related to the occur-

rence and development of cervical cancer. They can be used as biomarkers for condition monitoring and prog-

nosis judgment of patients with cervical cancer.
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B U (CO) & oMo WG 2 —, B4 Y
2.6 JTABET CC o AFL IR # (HPV) J&R YL
AL A CC EAEMELRNE, fiHE HPV i
B B CC b fA A EERE X, H CC MIRIT
ATy — A~ T 0], L I R AR TSGR 6000, A
W E T CC W KR AENLE i CC IR I7 A LS 42
M B B A7 kD L CC YRR R B VR BHERS JE—
AN 2RI R FE R S R 3k T s R A B OCE
BER

S RNAs & — R4S 8 151 RNA, i
Kk 22 ) 2 3 TF 5T B HL N A S U Y 4% R O IR Rk
K-S 5 MR & A KRS R o/ RNA (miR-
NA) A AEIE 4 %5 RNA (LncRNA) 8% i 52 78 A 6] i
JEAA R S RE ., G5 A EY 2(CCAT2)
Al PLIE 5 5 miR-200b/ VEGFE 78 8 A 78 24 J8
BT LXU 2B E 388 T LneRNA CCAT2 jd i |
P NBIRGE S5 N T 4 (OCTH BEL A 1 #2358 Fig
1% Notch 5576 = B M FL IR 98 CTNBO) 42 i I gd &
H R & R BT BN BE . miR-200a-3p i T A 2 4L (4 4K
1p36. 33 X, —LEHF5E F B miR-200a-3p 7 U1 HLI8 | B2 bt
S v R P S IR LA O R ) 2 2 R D R SGE A
M CC BF M+ LncRNA CCAT 2 Fl miR-200a-3p #H
X F IR IR, 43 BT 55 I RO AR AE R TS I C R
W LncRNA CCAT 2 #1 miR-200a-3p 45 CC &
A BRI AT REMLI
1 #ENEFE

1.1 —%k ¥EB20154FE 11 A E 2017 4E 6 A &

miR-200a-3p

A TR R B CF PR Be) o BB i2 19 J &t CC
B 102 0], AR 30~76 B, PO AEWS 52 %, fd R
Xof 1 4 O [v) AR g (A AS: r s A8 A AG: fi B 100 1)L 4F
W 24~69 %, 48 B, G AARME: (D FA CC
HF ARG AT AT B A Wy e IR YT HJG H A
IF R AE 5 (2) Bl 43301 L 43 B0 2 B8 2010 4F 55 [ 8 AE Bk
RS (AJCO) FEE 4 I F M s HEBR bR o . (1) ™
FARIER GG AL B A (2) T H YB3
FEEL T LVE SR E SR R E s (D IR R L &«
PE, ARWFIT S B R B 2F A B 2R 25 By S b e BT A 2R
HHIERE.

1.2 A28 5iR7 myE A RNA REGRAH & . bt d
IR AR A R ) ; 32 E Thermo 2 &) 536 4 5K
7l & RevertAid First Strand ¢cDNA Synthesis Kit; I
WA TAY TR A BRA A LncRNA CCAT2
WZ GAPDH L. N5 % . miR-200a-3p & HZ U6
LR bR HES 95 35 [ Bio-Rad 23 ) 5L R4 B4 ;
Roche 72 &) SYBR Green | el BT 87 720k A=
Wy s 2% TR FR A B Maglumi 4 H 34k 2% & 6 A
[ W IS WA R | E601 k2 & 64X,

1.3 Hik

1.3.1 RNA #2HU cDNA & R RNA 42
Bt 7 o e Ul Y B BRI 9 B RNA, 440 43 Dl
TR RNA WOGREE FH RNA BRI AL /A - L
HAE 1. 8~2.0 WPl $E RNA 463l . K fEH
89 RNA {#i | RevertAid First Strand ¢cDNA Syn-
thesis Kit 8 % 5% 0 £330 4% 56 & B cDNA,
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1.3.2 W96 & i PCR(RT-qPCR) #&:1
RT-qPCR ¥ #1798 62 1 PCR A&, LncRNA
CCAT2 ¥ 3 ) W & & : SYBR Green [ mix 10 pl,
¢cDNA 3 pL, EW5I4 1 oL, FIF514 1 oL, JCEFK 5
pL, BRFL 20 pL, PCR B4 R:95 “C.5 min;
95 °C, 15 s;61 °C,30s;72 °C,30 s, 3k 45 MFH,
miR-200a-3p ¥ M [ W& & 4 : SYBR Green | mix 10

x1

pL.cDNA 4 pL., BUESI9 0.5 pL, FUHE514 0.5 pL,
JoE K 5 pl. B 20 pl, PCR KB4k 14 M 95
°C,10 min; 95 C,15 s;58 °C,32s,40 ¥ . Ln-
cRNA CCAT2 I GAPDH & 2, miR-200a-3p LA
U6 2K NS, BARAE 2 E AL, 45 LB
fi. H 2 °% sk3FRR BbrZEH A X R EKF. PCR
ST L 1,

RT-gPCR 5| ¥ 7 5!

RNA IG5 —3") TR G —3)
LncRNA CCAT2 CCC TGG TCA AAT TGC TAA ACC T TTA TTC GTC CCT CTG TTT TAT GGA T
GADPH TGA TGA CAT CAA GAA GGT GGT GAA G TCC TTG GAG GCC CAG TGG GCC AT
miR-200a-3p GCG CCT AAC ACT GTC TGG TAA CAG CCA CAA AAG AGC ACA AT
U6 CTC GCT TCG GCA GCA CA TGG TGT CGT GGA GTC G

1.3.3 @tk b Az 20 e e R (SCC-Ag) 7K - K il 1514 JE %of FE 3 1L %5 LncRNA CCAT2.miR-200a-3p ¥

SR RIINT B 7= ok A= 9 1= 2% TR A BR S 7] Maglumi
4 A B RSB R AL 2 R b g CC M I i
th SCC-Ag MY 7 & .

1.4 BT X102 #lF &M CC B & AT IG v
B 3 AN H BV 1 UK . Bl 7 I R) Sk 2 3 50 T A Lk #
2021 4E 12 A H MU A KR 73 N H L BE
H5AH.

1.5 Sitsfabs R SPSS20. 0 483 # 8 F ik 47
Gt orbr. ARELECR A ¢ K%K, JE E A T & 7R D
H B DU A B8O [M (P ~ P o) 136 7% . 41 8] L3R
FHX* K56, R ] Pearson K36 ¥E A7 M1 M40 0. H
GraphPad Prism 5 fER #4174 K. R Kaplan-
Meier 4 77 #1 £ 23 HF LncRNA CCAT2,miR-200a-3p
X CC B B AL (OS) M, & Kaplan-
Meier ¥ F1 Cox H i) KUK 1] UH A5 78 43 1) F 47 B[R &
MEZHEE s CC B AWM N EZE, D
P<<0.05 HERAGIT¥E L,

2 % R

2.1 R kM CC 4 J fil FEXT M 41 1M 3 LncRNA
CCAT2.miR-200a-3p FUFHXT FILKFER i R
RT-qPCR &5 ¥ K 102 4] J7 & P CC 1l i
LncRNA CCAT2.miR-200a-3p [ AH X} 3 ik 7K 43 )
5 1.757(1.023~2.314) 1. 957(1. 125~3.471),100

B
i

AH X 35 K 43 3R 0. 766 (0. 531 ~1. 032).,0. 965
(0.667~1.495), 45 R B /RJE &M CC B & MG+
LncRNA CCAT2.miR-200a-3p FAHXF 26 1k 7K F B
TR IR AL, 22 5 A Se it L (P<<0.05), %
R 2,

2.2 JEAkME CCHEHFIME LncRNA CCAT2, miR-
200a-3p AR KK KF 5 HlE R BRI C R R
K CC HFIMTE LncRNA CCAT2. miR-200a-3p 1
AT R IR K 5 B A Y 4 2 ) TR B K AR L I B
EHEREK A 2 (FIGO) 40 8 i L 45 02 B 5 88 L SCC-
Ag KT 7% , LneRNA CCAT2 X £ kK T 5
BB IR B R AR JFIGO 43 W ik EL 45 2 B 5 8% . SCC-
Ag F K (#4 P<C0. 05),1lii miR-200a-3p A A XF £ ik
K5 B3 FIGO 43 BV 45 2 |55 7% .SCC-Ag A1
X (H) P<C0.05), SEFRWFE 3,

*2 CCARERMBAME LncRNA CCAT2 miR-
200a-3p B RIZE[M (P,;~P)]
il LncRNA CCAT?2 miR-200a-3p
cC 4l 1.757(1.023~2.314) 1.957(1.125~3.471)
fe B X R 21 0.766(0.531~1.032) 0.965(0.667~1.495)
t 9.813 6. 819
P <20. 0001 <20. 0001

%3 CC & iEF LncRNA CCAT2.miR-200a-3p B RIZEKEEIGKRFESFMEMXRIM(P,;~P )]
I PR 95 B4 i n LncRNA CCAT2 x* P miR-200a-3p x? P
ESHIED) 1.380 0. 309 0. 589 0. 542
<50 39 1.537(1.021~2. 362) 1.775(1. 035~3. 471)
>50 63 1. 749(1. 043~2. 314) 2.072(1. 335~3.981)
f 25 1 0. 884 0.432 0.163 0. 697
2 49 1. 745(1. 283~2. 378) 1.987(1. 245~3. 487)
& 53 1. 765(1. 057~2. 282) 1.921(1. 214~3. 774)
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#ZFx3 CCEEIMFE LncRNA CCAT2.miR-200a-3p B RiZKF S RHFEBFHFEBHRXRIM (P, ~Ps)]
I R 9 B4 AiF n LncRNA CCAT2 x* P miR-200a-3p x* P
Ji 988 de KA Cem) 10. 006 0.003 1.384 0.321
<4 47 1.125(0.941~1.891) 1.885(1.132~2. 847)
>4 55 1.981(1.475~2.785) 2.072(1.214~3.774)
FIGO 434 (4 6.312 0. 043 6.130 0. 047
I Al~1b1 24 1.371(0. 877~1.790) 1.614(1.073~1.957)
> 1 bl~1la2 72 1.816(1.347~2. 343) 2.214(1.473~3.775)
=1b2 6 3.954(2.114~5. 452) 2.006(0. 796~6. 754)
i o 5. 346 0. 024 9.506 0. 003
B 1 81 1.687(1.110~2. 114) 1.789(1.132~2.510)
BH 21 2.321(1. 745~3. 541) 3.981(2.418~5.078)
SCC-Ag 10. 945 0.001 6.713 0.011
H 1 54 1.558(1.021~1. 987) 1.743(1. 115~2. 368)
FH P 48 1.411(1.637~3.322) 2.495(1. 713~4. 287)
2.3 AN CCBFIME LncRNA CCAT2 MiXt £ 3p T AU CCEELEFAREEF LG ¥ B L (P=

KK miR-200a-3p A0 X Fih KR AH S
Pearson # ¥ 70 7 Jf & ¥ CC B #F 1L i LncRNA
CCAT2 5 miR-200a-3p 1 XF % ik /K - i A1 56 o L 4%
R LneRNA CCAT2 5 miR-200a-3p M Xt #2357k
PR IEA G =0.044,P=0.035), WK 1,

P=0. 035
_ r’=0. 044
w10 .
X o o .
¥ 89
®
& 6
o
S 2
&
€0 T T T )
0 2 4 6 8
CCAT24E33RIA K
& 1 CC BEMiE LncRNA CCAT2 ¥ £EKFEE miR-
200a-3p HEF FIA KT HIHE XM
2.4 JRAME CC EEIMTE LncRNA CCAT2, miR-

200a-3p AHXT R IR AKX B FE WS 2w Sk H Ka-
plan-Meier 4 £7 it 28 43 81 102 £ CC B & M7 Ln-
cRNA CCAT2.,miR-200a-3p #i X} £ ik K FxF CC
54 OS W2, i LncRNA CCAT2 #HX} ik kK
SR A B CC B #1720 41, 40 8 LncRNA
CCAT2 g IkKFEH (=1, 757,51 ) F1 CCAT2 ik
FIR K EH (<<1. 757,51 ). 43 B 7”8 LnecRNA
CCAT2 HFRBKFEH CCBFAEFAFPRMT Lo-
cRNA CCAT2 k£ IEKFH CC BRELAR.EREA
Gt E X (P =0.001 2), 458 WK 2, YL miR-
200a-3p AH X F I8 K 19 DU o 0K CC BB & R 4743
4,430 miR-200a-3p KRB KA (=1 957,52 )
Al miR-200a-3p KA K4 (<1. 957,50 ) , miR-
200a-3p B F2iE K4 CC B F A EE miR-200a

ISIA
2

0.259) 45 0L 3,
1.0+

O)
0. 8
o @
0. 64 CCAT2
#
0.4 DIRFTIEKRFLH (n=51)  P=0.001 2
' QEEAKTE (=51)
0.2 T T T 1
0 20 40 60 80
A8l (A)
B 2 Mi&F LncRNA CCAT2 #8334 Rk E3F CC BF
bl =y:0k-A!:|
1.0
®
0. 8- @)
iﬁ 0. 67 miR-200a-3p
0. 4- DIRFRIEKTFLA (=50)  P=0. 259
@&FRikKkF4A (n=52)
0. 2 1 1 1 1
0 20 40 60 80
Bt1E (B)
3 I F miR-200a-3p M RIEEN CC BEH
= a kA

2.5 R . ZHEEZSNEM CC B LM K
KA ZE  Kaplan-Meier LT B R E 4387 CC BE4E
W 48 2 W9 B K #2 . FIGO 4y ], SCC-Ag. miR-
200a-3p 5 OS A (3 P =0, 05) , 1fij #k B 45 5% 7%
(P<C0.001) %1 LncRNA CAT2(P=0.001)5 OS #
K. Wk 4,

i Cox Fo il KU B 5 A Y 1 47 22 K 3R 43 7, ik
— 1Pl LncRNA CCAT2.miR-200a-3p % CC B #
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R E. 2 HNE N, kB4 5B CC BER
TS SR A B FH 19 5. 568 £, LncRNA CCAT?2
=1.757 9 CC A FET- A J& LncRNA CCAT2<<
1.757 351 3. 571 %, Wk 45 5% % (HR = 5. 568,
95%CI ;2. 284 ~13. 573, P = 0.000) 1 LncRNA
CCAT2 % # 35 (HR = 3. 571, 95% CI . 1.174~
10. 863, P =0. 025) &5 OS #3149 1l 37 KUK A 2% .

W5,

x4 Kaplan-Meier B E&Z 4 CC BEEETHNNKEREE
[ ES x* P
AF 1 1. 342 0. 250
BT Y 2% 0.272 0. 602
Jib 98 d5e K A% 1.139 0.709
FIGO 4+ 2.427 0.119
REME SR 26.924 <0. 001
SCC-Ag 1. 280 0. 258
LncRNA CCAT?2 10. 415 0. 001
miR-200a-3p 2.518 0.113

x5 Cox SAENT CC BEELENREEAE

HR95 %
AIEXI

s E B SE  Wald X* HR

WRELEHER Y 1,717 0.455

LncRNA  CCAT2
1.237 0.568  5.029
=>1,757

14.263  5.568 2.284~13.573 <J0.001

3.571 1.174~10. 863 0.025

3 i it

CC RWRER Z RN B, 25 5 v Z 0, H A, 40 i
FRrA N HPV By A il 2 CC Y 51 i A () & 22 F
B, BB R BR M KR, CC Y & 5 LAk
ke ¥k Z2 (0 AR 5T 3 % T Y B L T AT Ok &2 TR O R
B ,CC 4141 LncRNA TR s IE S CC & 4& .
1228 K5 %YM . LncRNA JFE 7 $A b B = 4
I EE, FEE PR IR R R A . &I LncRNA i 18 i
R H AR S L 7R 2 RO R b S 2Rk TR
B PT A hy N2H Z2 F da SE 12 W BT AR ) b A
SURYT R .

LncRNA CCATZ2 j&—~ 1 752 bp ¥ LncRNA,
BV R AR 25 5 9 h s 63K . LncRNA CCAT?2
Tk 8q24. 21 L HERNESH ALK HFREZS
PE(SNP) 3 5 rs6983267, & ¥ 1iE W 5 22 Ffr 21 4: i 97
e XU 8 A 527, LneRNA CCAT2 & — s 76
49 397 L9 i b7 9, CHEN 48050 23 7 % B LncRNA
CCAT2 M RIBHG N T R A ) % A6 R 1 A B
AH LR B9 35 . LncRNA CCAT2 7 45 5 18 58 FH Wr
A L(BOPD M & A9 & A I+ 4 B /E H L BOP1
T oL AT T S AR Ay B R AOG EE B Y TG M A

G RN TR S FIEIE 1 & A T 15 i % 5-380 R w5 g A
BLYD A0 0T 25 M. WANG 20 & 1 LncRNA
CCAT2 N7 IR PE RNA it 5 miR-493-5p
gha bR BRI IR & TR A A B (B ED Bk
(CREBD WJ#£iA . CREBI By % 3A8 miR-493-5p
BT PR T LneRNA CCAT2 A #FR X CC 40 il
B FEA | R 8] BT A (EMT) (95210

MiRNAs J&—F /N HE g i5 RNA, i 7 mRNA
SO S B R B A SR R R R A
J i L K 9 2235 . miR-200a J& T miR-200 % 1,
51 38 o U AN R E 5 08 % 7 R Ok R R R R A
HEAE . miR-200a-3p #Y & K35 K 5 e RN
Jif 98 %% B AL TNM 43 1 & 2 4 56, miR-200a-3p AJ fiE
A o 9 BRUES Z6 BE AR 1 9 (PCDHY) 78 B 819 v & 7%
o E Y . WAN VY B 58 & B miR-200a-3p #Y
ok B IR AR T T I IV g A P 1 A LT RS 1R 2R L A i
Je) SO R 8 P A4 L A1 ) R R, AEL A T A B O T O
H miR-200a-3p AJ A& & ¥ JE [ A20 78 N 285 e g
R A R R R AR .

ARBFFERT 102 6] J5 % P CC B A1 100 414 J3
T8 L7 LneRNA CCAT2 ., miR-200a-3p AYHIXT ik
K AT K I, R R P CC B I3 1 LncRNA
CCAT2.miR-200a-3p FHHRT 22 35 7K F W] W w5 T it
YRR 22 A Geit F3E X(P<C0.05), Bh4h &
LncRNA CCAT2.,miR-200a-3p ] RE B A CC #4 %4fi Bl
W5 PR, LncRNA CCAT2 WAHX 2B KTV 5B
Ji g fe R A2 FIGO 73 3 ik I 45 2 7 55 7 . SCC-Ag
H X (H P<<0.05), i miR-200a-3p YA X 263k /K F
5B FIGO 7 ik 45 2 B B . SCC-Ag X
(¥ P<C0.05), #/85 LncRNA CCAT2,miR-200a-3p
FIRKCERI S CC R B PERE B B0 i 8 19 il Bl
WELHE b5 . Pearson & 5 43 A7 i & ME CC 8 2 1L T
LncRNA CCAT2 5 miR-200a-3p #HXf %3k K F & iF
A (P <C0.05), I3 — 2L 5% h & B miR-200 7E Jif
Jed E B A HE R VAR T O AR S EMIT i g 40 il 4
e RV R 1 S M A 22 . WET 2817 i 58 45 5 2% 0
il B B 5 % A S e 5 7 LOMALATD B Rk KFE 5
miR-200a-3p MY 2 1k 7K F 52 f A ¢, 38 i 9 75 miR-
200a-3p/PDL1 Hfi & i JE /1N 41 il fifi 48 (NSCLC) Ry ik
J&. miR-200a-3p 7F B 4 4 R A T M, miR-200a-
3p i Ik GC 20 i 3% FE L 40 A R A0 i AT
B AT R, miR-200a-3p 76 AN 8] R & #5
EAF R Y IR

K H Kaplan-Meier 447 it & 43 #7 102 i CC &
F M35 LncRNA CCAT2.miR-200a-3p AH X} % ik /K F-
XFCC B 5 4 OS 2, 7~ LncRNA CCAT? 5
FIRAKFEYH CC BEAEFEH BT LncRNA
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CCAT2 MREEKFH CC BEHEEGFR . ERALIT¥
B (P <0.05), CAT %7 7 36t & /8 LncRNA
CCAT2 = 2% ik 7K - 6 B 88 1 /8 & 2B A7 i JR) B 8 45
i, miR-200a-3p M RIBEKF4H CC BELEAFARY
miR-200a-3p kKL K4 CC BEEGFHRER LG
2R L (P<<0.05),

i3t Kaplan-Meier 1 Cox 45 JXUBS: [9] )9 455 Y
PailBrix TSN A TS 5 T S TS I i R N A
EEEF M LneRNA CCAT2 5 OS M6 (¥ P <
0.05), 7EZ K& 40 #r . ik I 45 5% % 1 LncRNA
CCAT2 B Rk KT Z 0 CC B4 17 1 30 3 KU
2 (¥ P<<0.05), £# LncRNA CCAT2 1] i
CC B & W 76 IR Y7 #0491 J5 4 T LncRNA
CCAT? %ﬂ miR-200a-3p XF CC 1) H 1A i 22 HL il iF A

SEAREAE S ik — Y.

& FATIR , LncRNA CCAT2,miR-200a-3p 7 CC
B IS R R K, LneRNA CCAT2 Rk K F
5 CC #®#F M K/ FIGO 23 kB 45 R m 5% .
SCC-Ag.0S A 3£, HJE CC BE&FJm A K KU
A2 ,miR-200a-3p 5 CC & FIGO 431k B2 45 &
R . SCC-Ag 1 %, #2/8 LncRNA CCAT2, miR-
200a-3p 5 CC M kA KA — KR, Al /EH &
9 IR M T S U ) A AR R

2% UMk

(1] e N RHRIE B R AR ZE 5L S 58U 1297
(2018 4F i) [J/CDJ. i 45 45 30 97 ML T 44 5, 2020, 6
(3):33-43.

[2] BRAY F,FERLAY J.SOERJOMATARAM 1,et al. Global
cancer statistics 2018: GLOBOCAN estimates of inci-

>

dence and mortality worldwide for 36 cancers in 185
countries|[J ]. CA Cancer J Clin,2018,68(6) :394-424.

[3] KOH W J,ABU-RUSTUM N R,BEAN S, et al. Cervical
cancer,version 3. 2019, NCCN clinical practice guidelines
in oncology[J]. J Natl Compr Canc Netw,2019,17(1);
64-84.

[4] SARFI M, ABBASTABAR M, KHALILI E. Long non-
coding RNAs biomarker-based cancer assessment[]]. ]
Cell Physiol,2019,234(10):16971-16986.

[5] KHAN A Q,AHMED E I,ELAREER N R,et al. Role of
miRNA-regulated cancer stem cells in the pathogenesis of
human malignancies[ ] ]. Cells,2019,8(8) : 840.

[6] SINGH N, RAMNARINE V R, SONG H J,et al. The
long noncoding RNA H19 regulates tumor plasticity in

neuroendocrine prostate cancer[J]. Nat Commun, 2021,

12(1) :7349.

[7] LIU J, KONG D, SUN D, et al. Long noncoding RNA
CCAT2 acts as an on cogene in osteosarcoma through
regulation of miR-200b/VEGF[]J]. Artif Cells Nanomed
Biotechnol,2019,47(1) :2994-3003.

[8] XU Z,LIU C,ZHAO Q, et al. Long non-coding RNA
CCAT2 promotes oncogenesis in triple-negative breast
cancer by regulating stemness of cancer cells[J]. Pharma-
col Res,2020,152:104628.

[9] SHIC,YANG Y,ZHANG L,et al. MiR-200a-3p promo-
ted the malignant behaviors of ovarian cancer cells
through regulating PCDH9[J]. Onco Targets Ther,2019,
12:8329-8338.

[10] WAN P,CHEN Z L,HUANG M Z,et al. miR-200a-3p
facilitates bladder cancer cell proliferation by targeting
the A20 gene[J]. Transl Androl Urol, 2021, 10 (11):
4262-4274.

[11] EDGE S B, BYRD D R, COMPTON C C,et al. AJCC
cancer staging manual [ J]. New York: Springer, 2010,
201-210.

[12] LING H,SPIZZO R, ATLASI Y.et al. CCAT2,a novel
noncoding RNA mapping to 8q24, underlies metastatic
progression and chromosomal instability in colon cancer
[J]. Genome Res,2013,23:1446-1461.

[13] CHEN B Q, DRAGOMIR P M, FABRIS L, et al. The
long noncoding RNA CCAT2 induces chromosomal in-
stability through BOP1-AURKB signaling[ ] ]. Gastroen-
terology,2020,159(6) :2146-2162.

[14] WANG J,LIU Y, CAI H B, et al. Long coding RNA
CCAT?2 enhances the proliferation and epithelial-mesen-
chymal transition of cervical carcinoma cells via the mi-
croRNA-493-5p/CREBI axis[ ] ]. Bioengineered, 2021, 12
(1):6264-6274.

[15] WEI S.WANG K,HUANG X

contributes to non-small cell lung cancer progression via

,et al. LncRNA MALAT1

modulating miR-200a-3p/programmed deathligand 1 axis
[J1 Int ] 2019, 33:
2058738419859699.

[16] JIA C H,ZHANG Y R,XIE Y,et al. miR-200a-3p plays

Immunopathol Pharmacol,

tumor suppressor roles in gastric cancer cells by targeting
KLF12[J]. Artif Cells Nanomed Biotechnol,2019,47(1);
3697-3703.

[17] CAT Y,LI X M,SHEN P,et al. CCATZ2 is an oncogenic
long non-coding RNA in pancreatic ductal adenocarcino-
malJ]. Biol Res,2018,51:1.

IS H . 2022-03-17 &8 H 1. 2022-07-29)



