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B (qRT-PCR) # M CRC Fo 9% 372822 F Circ-ITCH # & 2 K, 547 Cire-ITCH # & 12 K 5 & F 5% 2 A4
Fa i) 89 % %, qRT-PCR # ) 2 i SW480,SW620 F= HT29 & iE % £ B 4w . NCM460 # Cire-ITCH # & ik
K, 55 i Cire-ITCH A& & X K -F ¢ CRC @ At , 5 A 3+ B 41 (NC 48) Fo Cire-ITCH 48, #) & = # SR £ fo Cire-
ITCH &Rk K- PFsE R4, oA 8K mump, gRT-PCR %M & 2148 # F Circ-ITCH # & ik K F; tm fe it
FX A 8(CCKS) 55 o4 il & 28 4m AL 3% 35 48 77 5 Transwell 55 364 & 280 28 ML 25 45 48 1 ; TOP/FOP 3% % % B
5 B Ah ) &40 48 B, Wnt/B-catenin 43 5 i %4 49 & M ; Western blot #& M| & 41 4@ ). Wnt/B-catenin 15 5 il %4 % 4%
& & B-catenin A E T #3740 X% G cyclinDl . cMyc fo b4 40 % & & L R &% & & B (MMP)2 MMP9 # &
EARKF, R CireITCH A CRCAR P AZ K FRTERFARFTHREIKRF.LZFALTFEL(P<
0.05), Circ ITCH &£k 5 & HF M e 48 F2 TNM 5 H48 % (P<0.05), Circ- ITCH 1& & ik K F 85 % % 7
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NCM460 P #9 F ik, 2 & £ SW620 2m e ¥ 09 KA K-F A&, 5 NC Ak, Cire ITCH 28 SW620 288 ¥ Circ-
ITCH k& ik ¥ A, 2 F H % it 5 & L (P<0.05),Circ- ITCH 28 SW620 % 38 78 Ao 35 45 4k h 1K, £ F A % it
& SL(P<C0.05) ;Circ- ITCH 28 SW620 28t F Wnt/B-catenin 1% 5 il % 4 /& B F 4K, £ F A %4t 3 ZL(P
<C0.05) ;Circ-ITCH 42 SW620 m i, F Wnt/R-catenin /5 5 i@ % X 42 & G B-catenin M A X A L FTH AKX ES
cyclinD1 ,cMyc F= 4448 % & & MMP2, MMP9 ¢ % 35 3¥) B % Ak, 2 7 A %3t 5 &L (P<<0.05)., i Cire
ITCH i@ it 4% Wnt/B-catenin 15 5 i@ % ¥ 4] CRC ¥R #ABe h , A AVE AR CRCE T4 TR EGH .
KB L AMBE; % RNA Itchy E3 2 2% &8, ¥, #4; Wnt/B-catenin 15 5@ %
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Abstract: Objective To study the role and mechanism of Circular Rna Itchy E3 Ubiquitin Protein Ligase
(Circ-ITCH) cell proliferation and metastasis and by regulating Wnt/B-Catenin signaling in colorectal cancer
(CRC). Methods Real-Time Quantitative Reverse Transcription PCR (qRT-PCR) was used to detect the ex-
pression level of Circ-ITCH in CRC and paracancer tissues,and analyzes the relationship between the expres-
sion of Circ-ITCH and patient pathological parameters and prognosis. qRT-PCR was used to detect the expres-
sion level of Circ-ITCH in SW480,SW620,and HT29 cells and normal colon cells NCM460 expression levels,
screening CIRC-ITCH low-expression CRC cells,divided into the control group and the Circ-ITCH group,con-
struct airborne metals and Circ-ITCH expressed transfection, transfected into group cells. qRT-PCR was used
to detect the expression level of Circ-ITCH in each group;Cell Counting Kit-8 (CCK8) experiment was used to
detect by each group of cell proliferation abilities; Transwell experiments were used to detect cell metastasis
capabilities of each group; TOP/FOP double phosphoridase experiment was was used to detect the activity of
WNT/B-catenin the signal pathyway; Western Blot was used to detect the expression of key protein B-catenin

signal pathway in each group of cells,and its downstream proliferative protein CyclinD1,CMYC and metastat-

x BEWB.F/MA DA ATV REIE H (18A200162)
TEE R B, L IR R T, 32T\ 3 o IR ot PR e 6k F 55 )y Tl A T 5



. 212 EFMaREYEE20234F 1 A% 44%% 28 Int ] Lab Med,January 2023, Vol. 44,No. 2

Circ-ITCH expression

was significantly lower than expression in cancer tissue,the difference was statistically significant (P <C0. 05).

ic associated protein Matrix metalloproteinase (MMP) 2, MMP9 expression. Results

The low expression of Circ-ITCH corelated with the patient’s lymph node metastasis and TNM stage (P <<
0. 05) ,patient prognosis was poor with Circ-ITCH low expression (P <C0. 05). Expression of CIRC-ITCH in
CRC cells SW480,SW620 and HT29 was significantly lower than the expression in NCM 460 in normal colon
cells, where in the expression in SW620 cells was the lowest. Compared with the NC group,Circ-ITCH expres-
sion was significantly increased in Circ-ITCH group (P <C0. 05) ,and the Circ-ITCH group SW620 cell prolif-
eration and metastasis ability were significantly reduced, the difference was statistically significant (P <C
0.05) ; The activity of the Wnt/B-Catenin signal pathway is significantly reduced in Circ-ITCH group SW620
cells,the difference was statistically significant (P <C0. 05); Circ-ITCH group SW620 cells in Wnt/B-catenin
signal pathway key protein B-catenin nuclear expression and downstream proliferation related protein Cy-
clinD1,cMyc and metastasis related protein MMP2 and MMP9 was significantly reduced (P <C0. 05). Conclu-

sion Circ-ITCH has a potential to be aimed to treat molecular targets for anti-CRC treatment by regulating

Wnt/B-catenin signaling pathway.

Key words: colorectal cancer; circ-itch;
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T S ) & 0T AR UL T 45 iE 4T RNA 2 cDNA Y
WSk, LI cDNA MBI Sybr Green PCR X5
EBCH PCR RV R L £ GAPDH 1E b X 18, >R H
Applied Biosystems 7900HT & %I & M & &t #: M
Cire-ITCH Ml GAPDH 3Bk, i 2 > Jrik
ik Circ-ITCH #£ik. 51%)¥ %) Circ-ITCH IE 7] 5]



ERHIRESFRE 202345 1 A% 4 %% 28 Int ] Lab Med,January 2023, Vol. 44,No. 2 + 213 -

.5 -GTT GGT CAA TCG CCT GCT A-3", i3]
¥ .5'-GGT CCC GCA CAG GGG TA-3';GAPDH F
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PBS V¥, SR )5, 6 41 i B E 30 min I H

0. 1% fkge(s 20 min, MK TFRBER R
AR O S e TR G N

1.3.5 TOP/FOP M ¥t E MR  RH TOP/
FOP WL %¢ )t 2 Tl 52 56 A5 I 410 i h Wnt/B-catenin 15
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GRS AE 11, M Cire-ITCH 417 1 2L 5 95 . JHF 28
JHF s R HE R AR 2L S bR g 0 e T 1 AR AL R 34 R
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