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Expression and clinical significance of RIP3 and miR-325-3p in
serum of knee osteoarthritis”
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Abstract:Objective To investigate the expression of receptor-interacting protein kinase 3 (RIP3) and
miR-325-3p in serum of patients with knee osteoarthritis,and analyze their relationship with disease severity
and related indexes. Methods A total of 190 patients with knee osteoarthritis treated in the hospital from Jan-
uary 2020 to September 2021 were selected as the osteoarthritis group.and 200 healthy people in the hospital
in the same period were selected as the control group. The relative expression levels of serum RIP3 mRNA and
miR-325-3p were detected by reverse transcription real-time fluorescence quantitative polymerase chain reac-
tion (qRT-PCR). The levels of serum matrix metalloproteinase-13 (MMP-13) ,interleukin-6 (11.-6) and carti-
lage oligomeric matrix protein (COMP) were detected by enzyme-linked immunosorbent assay (ELISA).
Pearson method was used for correlation analysis,and receiver operating characteristic (ROC) curve was used
for diagnostic value analysis. Results The expression levels of serum RIP3 mRNA,MMP-13,1L-6 and COMP
in osteoarthritis group were higher than those in control group (P<C0. 05),and the expression level of serum
miR-325-3p was lower than that in control group (P<C0. 05). With the increase of KL grade.the relative ex-
pression level of serum RIP3 mRNA increased gradually (P<Z0. 05) ,and the relative expression level of serum
miR-325-3p decreased gradually (P <C0. 05). There was a negative correlation between serum RIP3 mRNA and
miR-325-3p relative expression levels in patients with knee osteoarthritis (P<C0. 05) ,serum RIP3 mRNA was
positively correlated with the levels of MMP-13,11.-6 and COMP (P <C0. 05) ,and serum miR-325-3p was neg-
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atively correlated with the levels of MMP-13,11.-6 and COMP (P <C0. 05). The area under the curve of com-
bined diagnosis of serum RIP3 mRNA and miR-325-3p levels for knee osteoarthritis was significantly higher

than that of single diagnosis (P <C0. 05). Conclusion MiR-325-3p is lowly expressed in the serum of patients

with knee osteoarthritis, while RIP3 mRNA is highly expressed. Both of them could be used as indicators for

the diagnosis of knee osteoarthritis,and may participate in the occurrence and development of knee osteoar-
thritis by affecting the levels of MMP-13,11.-6 and COMP.

Key words: knee osteoarthritis;
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