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Abstract: Objective To investigate the expression of methyltransferase like protein 16 (METTL16) and
methionine adenosyltransferase 2A (MAT2A) in gastric cancer and their correlation with clinicopathological
parameters and prognosis. Methods A total of 92 patients with gastric cancer diagnosed and treated in the
hospital from March 2018 to March 2019 were enrolled in the study. The expression of METTLI16 and
MATZ2A in cancer and adjacent tissues was detected by immunohistochemistry. Spearman rank correlation a-
nalysis was used to analyze the correlation between METTL16 and MAT2A expression. The expression of
METTL16 and MAT2A in patients with different clinicopathological characteristics were compared. Kaplan-
Meier survival analysis was used to analyze the influence of METTL16 and MAT2A expression on survival
prognosis. Univariate and multivariate COX regression analysis were used to analyze factors affecting survival
prognosis of gastric cancer patients. Results The positive rates of METTL16 and MAT2A expression in gas-
tric cancer tissues were 73.91% (68/92) and 71. 74% (66/92) ,respectively, which were significantly higher
than those in the paracancerous tissues [26.09% (24/92),25.00% (23/92)],the differences were statistically
significant (X* =42, 087,40. 238, P<C0. 001). METTL16 was positively correlated with MAT2A protein in gas-
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tric cancer (r=0.769,P<C0.001). The positive rates of METTL16 and MAT2A expression in cancer tissues
of patients with different tumor stages and lymph node metastasis were statistically significant (P <C0. 05).
The overall 3-year survival rates of METTLI16 positive and negative groups were 63. 24% (43/68) and
87.50% (21/24) ,respectively. The average survival time was (30.26£2. 33) and (33. 95+2.51) months,re-
spectively. The survival prognosis of the METTLI16 positive group was significantly poorer than than that of
METTLI16 negative group (Log-Rank X* = 3. 913, P = 0. 011). The overall 3-year survival rates of the
MAT2A positive group and the MAT2A negative group were 60, 61% (40/66) and 92.31% (24/26) ,respec-
tively,and the average survival time was (29. 7542, 24) and (34. 87+2. 63) months,respectively. The surviv-
al prognosis of the MAT2A positive group was significantly poorer than that of the negative group (LLog-Rank
X*=4.335,P=0.002). Tumor stage [l ,lymph node metastasis, METTLI16 positive, MAT2A positive were
The expression of METTL16

and MATZ2A in gastric cancer is increased. Both of them are related to tumor stage and lymph node metastasis

independent risk factors affecting the prognosis of gastric cancer. Conclusion

and are independent factors affecting the survival and prognosis of gastric cancer patients.
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