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Abstract:Objective To investigate the changes and clinical significance of serum long non-coding RNA
KCNQI1 overlapping transcript 1 (LncRNA KCNQ1OT1) and miR-506-3p levels in patients with epithelial o-
varian cancer (EOC). Methods From March 2019 to December 2020, 102 patients with EOC admitted to
Wuxi People's Hospital Affiliated to Nanjing Medical University were selected as the EOC group,70 patients
with benign ovarian tumor as the benign group,and 60 healthy women who underwent physical examination as
the control group. The diagnostic value of serum LncRNA KCNQI1OT1 and miR-506-3p in EOC,as well as the
influencing factors of 2-year survival rate and prognosis of patients with EOC were analyzed. Results There
were significant differences in the relative expression levels of LncRNA KCNQ1OT1 and miR-506-3p among
the three groups (P<C0. 05). The expressions of LncRNA KCNQI1OT1 and miR-506-3p in EOC patients were
correlated with FIGO stage, differentiation degree, lymph node metastasis and peritoneal metastasis (P <<
0. 05). Receiver operating characteristic (ROC) curve analysis showed that the combined diagnosis value of
LncRNA KCNQI1OT1 and miR-506-3p was higher, and the area under ROC curve (AUC) was higher than
that of IncrNA KCNQI1OT1 and miR-506-3p alone. The 2-year survival rate of the low expression group of
LncRNA KCNQI1OTI1 was higher than that of the high expression group (P<C0. 05),and the high expression
group of miR-506-3p was higher than that of the low expression group (P <C0. 05). FIGO stage Il to IV,
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lymph node metastasis, peritoneal metastasis, up-regulation of serum LncRNA KCNQ1OT1 and down-regula-
tion of miR-506-3p were risk factors for poor prognosis (P <C0. 05). Conclusion Serum LncRNA KCNQ10OT1
is up-regulated and miR-506-3p is down-regulated in EOC. The combined detection of the two has high diag-

nostic efficacy for EOC, which is related to poor prognosis of patients,and is expected to become a biological

marker to assist in the assessment of disease and prognosis.
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FER L AR A TR /N L B U B R] e 09 A R R 38 o
IREAS £ A K B 17 B () 4 — 25 B 5, DA AR A5 B M
MW FE 4518 . TR B, JF R (AR A1 52 56 F 5% DA i — 25 4540
LncRNA KCNQIOTI, miR-506-3p £ EOC H 1 /&
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