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# OE.BE WA BASKE&IESHD RNA(NRNA) 4= RNA 8 £ £ B ( SNHG) 25, # s RNA
(miR)-497-5p A A 56 RAFIEA TG X &, Fik #&#F 2019 F 1 A £ 2020 5 1 AZ kg e 157 6 R
7B EF AT, R B IZ R 100 #) B ARG 32 F RiGTF 6 EHFATRA, 5 RRA T ik e
LR Fe B F 40 24 M IncRNA SNHG25.miR-497-5p & ik RF, KE M7 3 5, 94 IncRNA SNHG25 4% ik R
+ 5 miR-497-5p 4 48 # %, IncRNA SNHG25, miR-497-5p A 2 K F 5 B X B AH EF TS 8 £ &,
Z£R LSt BaE, RF B A IncRNA SNHG25 & ik K FH# & (P <0. 05), miR-497-5p & ik K F BAK (P <
0.05), EMBRALA<4 ecm HRIEZABLRU(WHO FTHENZZRENBSR ] ~ 1 B, HWRERXE=A4
em WHO P2 2 % h B o2~V E 8RB AL P IncRNA SNHG25 % & K F 9+ & . miR-497-5p &
KK F AR (P <<0.05), B9 B &6 IncRNA SNHG25 22 KF 5 miR-497-5p 2R/ A E (r=—0.370,P<
0.05), IncRNA SNHG25 & %k ik 48 R A A A 48 T IncRNA SNHG25 & %& ix 28 (P <C0. 05) , miR-497-5p & &
BB RRAELFERT miR497-5p & KA A (P<0.05), WHO ¥ 44y % 2 %58 2 4 [l ~ IV 2, IncRNA
SNHG25 & &2 KRB & FFABE R B AR R % (P<0.05) ., miR-497-5p & & & W 2 4% % B % (P<<0.05),
£it IABAL P IncRNA SNHG25 & ik K -FF &, miR-497-5p ik K -F BI&, B 5 & &k K23 K.
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Relationship between the expression of IncRNA SNHG25 and miR-497-5p in
glioma tissues and clinical features and prognosis’
DUAN Xiaowei »ZHANG Ning .WANG Jing .GAO Liwei ,LIU Xiujie WANG Xiwang ,YU Guoyuan®™
Second Department of Neurosurgery, Handan Central Hospital , Handan , Hebei 056000,China

Abstract: Objective To investigate the expression of long non-coding RNA (IncRNA) small nucleolar
RNA host gene (SNHG) 25 and microRNA (miR)-497-5p in glioma tissues and their relationship with clinical
features and prognosis. Methods A total of 157 glioma patients admitted to the hospital from January 2019 to
January 2020 were selected as the glioma group,and 100 patients who underwent surgical treatment due to
craniocerebral injury in the same hospital during the same period were selected as the control group. The ex-
pression levels of IncRNA SNHG25 and miR-497-5p were detected in glioma tissues and normal brain tissues
resected during operation. The patients were followed up for 3 years. The correlation between the expression
levels of IncRNA SNHG25 and miR-497-5p was analyzed,and the relationship between the expression level of
IncRNA SNHG25 and miR-497-5p and the clinical characteristics and prognosis of patients were analyzed. Re-
sults Compared with the control group,the expression level of IncRNA SNHG25 in the glioma group was in-
creased (P<C0. 05),and the expression level of miR-497-5p was decreased (P <C0. 05). Compared with the
maximum diameter of tumors < 4 cm, World Health Organization (WHO) central nervous system tumor
grade | — Il ,the expression level of IncRNA SNHG25 was increased and the expression level of miR-497-5p
was decreased in glioma tissues with the maximum diameter of tumors =4 cm and WHO central nervous sys-
tem tumor grade [l — IV (P <C0. 05). The expression level of IncRNA SNHG25 in glioma patients was nega-
tively correlated with miR-497-5p (= —0.370,P<C0. 05). The cumulative survival rate of IncRNA SNHG25
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high expression group was lower than that of IncRNA SNHG25 low expression group (P<C0. 05) ,and the cu-

mulative survival rate of miR-497-5p low expression group was lower than that of miR-497-5p high expression

group (P <C0.05). Grade [l — IV of WHO central nervous system tumor grade and high expression of IncRNA

SNHG25 were risk factors for poor prognosis of glioma patients (P <C0. 05), while high expression of miR-
497-5p was a protective factor (P <C0. 05). Conclusion The expression of IncRNA SNHG25 is increased and the

expression of miR-497-5p is decreased in glioma tissues,which is related to the maximum diameter of tumor and high

WHO central nervous system tumor grade,and can lead to poor prognosis of glioma patients.

Key words: glioma; long non-coding RNA;
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